| Accession Number Description Fold Enrichment [ UniquePeptideCount
Q96LY2 Coiled-coil domain-containing protein 74B 2.51 2
A7BI36 p180ribosome receptor 7
B2RXG6 GALNT9 protein 7
B5TMG5 Histidine rich calcium binding protein 7
D6RGI3 Septin 11 isoform CRA_b 7
014646 Chromodomain-helicase-DNA-binding protein 1 7
P00533 Epidermal growth factor receptor 7
P20273 B-cell receptor CD22 7
P25092 Heat-stable enterotoxin receptor 7
Q1348 -type proton ATPase 116 kDa subunit a isoform 3 7
1Q1414. Tripartite motif-containing protein 14 7
Q58Ql Neuroepithelial cell transforming gene 1 isoform CRA a 7
|Q86VF2 Immunoglobulin-like and fibronectin type Ill domain-containing protein 1 .76
|Q96NS5 Ankyrin repeat and SOCS box protein 16 .76
QIBTX7 Alpha-tocopherol transfer protein-like .76
Q9H2L4 Transmembrane protein 60 .76
|Q9P2D7 Dynein heavy chain 1 axonemal .58
1015552 Free fatty acid receptor 2 .54
Q9P281 BAH and coiled-coil domain-containing protein 1 .54
Q8NBF6 Late secretory pathway protein AVL9 homolog .54
Q92954 Proteoglycan 4 n .54
Q969W1 Probable palmitoyltransferase ZDHHC16 5.
P35368 Alpha-1B adrenergic receptor .5
Q6UWJ1 Transmembrane and coiled-coil domain-containing protein 3 .5
Q92953 Potassium voltage-gated channel subfamily B member 2 5
P01768 Ig heavy chain V-IIl region CAM 4
QI9BXN2 C-type lectin domain family 7 member A 4
P01605 Ig kappa chain V- region Lay 4
P43155 Carnitine O-acetyltransferase 4
|Q68CR7 Leucine-rich repeat-containing protein 66 .40
W8FP62 CBFA2T1 isoform r1t1-11a63 .37
Q9Y625 Glypican-6 .33
QINX02 NACHT LRR and PYD domains-containing protein 2 .31
P05981 Serine protease hepsin .29
Q9BS86 Zona pellucida-binding protein 1 .29
P62829 60S ribosomal protein L23 .28
P14174 Macrophage migration inhibitory factor .25
Q58A70 Polypeptide N-acetylgalactosaminyltransferase .23
Q9BUAG Myosin regulatory light chain 10 .22
HCK( Zinc finger and BTB domain-containing protein 26 .09
Q8N6C5 Immunoglobulin superfamily member 1 .07 2
P01770 Ig heavy chain V-IIl region NIE .05
Q9BQE3 Tubulin alpha-1C chain .04
Q92736 Ryanodine receptor 2 .02
P80748 g lambda chain V-III region LOI .02
Q8NCW5 AD(P)H-hydrate epimerase 0.97
P45880 oltage-dependent anion-selective channel protein 2 0.95 2
P56192 Methionine--tRNA ligase cytoplasmic 0.94
000148 ATP-dependent RNA helicase DDX39A 0.9:
KIN2Q6 Interleukin 15 receptor alpha isoform I1C3 0.9
Q6IB91 PCK2 protein 0.9
P13639 Elongation factor 2 0.88 2
P47897 Glutamine--tRNA ligase 0.86
P14625 Endoplasmin 0.84 2
015440 ultidrug resistance-associated protein 5 0.81
Q99623 Prohibitin-2 0.75
P25705 ATP synthase subunit alpha mitochondrial 0.74 4
Q8NBT3 Transmembrane protein 145 0.74
P49411 Elongation factor Tu mitochondrial 0.72 3
Q15365 Poly(rC)-binding protein 1 0.6 2
P36542 ATP synthase subunit gamma mitochondrial 0.65 1
Q149N5 DOCK4 protein 0.64 9
Q96EY1 DnaJ homolog subfamily A member 3 mitochondrial 0.64 1
P04259 Keratin type Il cytoskeletal 6B 0.63 2
P08107 Heat shock 70 kDa protein 1A1B 0.61 3
P54136 Arginine--tRNA ligase cytoplasmic 0.60 2
Q04695 Keratin type | cytoskeletal 17 0.59
P0181 Ig heavy chain V-II region HE 0.59
P0657 ATP synthase subunit beta mitochondrial 0.59 2
P0877 Keratin type | cytoskeletal 16 0. 2
P1080¢ 60 kDa heat shock protein mitochondrial 0.
Q8IZT6 Abnormal spindle-like microcephaly-associated protein 0.52
Q5D862 Filaggrin-2 0.50
P02533 Keratin type | cytoskeletal 14 0.50 4
P02656 Apolipoprotein C-Ill 0.49
P49327 Fatty acid synthase 0.46
Q02878 60S ribosomal protein L6 0.45
B7ZLES5 FN1 protein 0.43
Q00839 Heterogeneous nuclear ribonucleoprotein U 0.4
P04075 Fructose-bisphosphate aldolase A 04
A1A508 PRSS3 protein 0.4
P68104 Elongation factor 1-alpha 1 0.40 2
A2NUT2 Lambda-chain (AA -20 to 215) 0.40
P60709 Actin cytoplasmic 1 0.38
P6837 Tubulin beta-4B chain .37 4
Q1536 Poly(rC)-binding protein 2 .37
H7BY58 Protein-L-isoaspartate O-methyltransferase 0.36
P35908 eratin type Il cytoskeletal 2 epidermal 0.36
Q1315 Heterogeneous nuclear ribonucleoprotein AQ 0.35
P04264 eratin type Il cytoskeletal 1 0.33
P13645 eratin type | cytoskeletal 10 0.33
P11142 Heat shock cognate 71 kDa protein 0.33
P146 Pyruvate kinase PKM 0.32
P0674 Nucleophosmin 0.30
P3194 Heterogeneous nuclear ribonucleoprotein H 0.29
P6836. Tubulin alpha-1B chain 0.28 2
P1102 78 kDa glucose-regulated protein 0.27 4
P1364 Keratin type Il cytoskeletal 5 0.26
P02679 Fibrinogen gamma chain 0.25
P02769 Serum albumin 0.23 17
P02671 Fibrinogen alpha chain 0.20 1
Q00610 Clathrin heavy chain 1 0.19 3
P35527 Keratin type | cytoskeletal 9 0.14 2
P51659 Peroxisomal multifunctional enzyme type 2 0.14 2
P05783 Keratin type | cytoskeletal 18 0.14
P07437 Tubulin beta chain 0.14
P05787 Keratin type Il cytoskeletal 8 0.12




