
Accession Number Description Fold Enrichment UniquePeptideCount
O00327 Aryl hydrocarbon receptor nuclear translocator-like protein 1 1.59 2
Q9NTI5 Sister chromatid cohesion protein PDS5 homolog B 1.29 1
Q9Y2X3 Nucleolar protein 58 1.24 5
Q9BXP5 Serrate RNA effector molecule homolog 1.18 1
P12268 Inosine-5-monophosphate dehydrogenase 2 1.17 7
Q92786 Prospero homeobox protein 1 1.15 5
Q9Y446 Plakophilin-3 1.13 2
Q9NX63 MICOS complex subunit MIC19 1.11 4
Q8TB37 Iron-sulfur protein NUBPL 1.10 3
Q9UKM9 RNA-binding protein Raly 1.09 4
Q68CZ2 Tensin-3 1.09 1
Q68E10 Hexokinase 1.07 3
Q9Y230 RuvB-like 2 1.06 4
Q15149 Plectin 1.05 115
Q9BWF3 RNA-binding protein 4 1.01 4
Q16531 DNA damage-binding protein 1 1.01 1
O75694 Nuclear pore complex protein Nup155 0.99 3
P35658 Nuclear pore complex protein Nup214 0.99 3
P23246 Splicing factor proline- and glutamine-rich 0.99 3
Q8NI60 Atypical kinase ADCK3 mitochondrial 0.99 2
B2RNR6 Zinc finger RNA binding protein 0.96 2
Q5RLJ0 CLE 0.96 1
Q9UJZ1 Stomatin-like protein 2 mitochondrial 0.95 2
Q5XPI4 E3 ubiquitin-protein ligase RNF123 0.94 1
Q14257 Reticulocalbin-2 0.93 2
Q96N67 Dedicator of cytokinesis protein 7 0.92 2
P62136 Serinethreonine-protein phosphatase PP1-alpha catalytic subunit 0.91 4
Q8TC04 Keratin 23 Histone deacetylase inducible 0.89 3
O60504 Vinexin 0.89 1
O75489 NADH dehydrogenase [ubiquinone] iron-sulfur protein 3 mitochondrial 0.88 1
P40429 60S ribosomal protein L13a 0.88 2
Q8NBQ5 Estradiol 17-beta-dehydrogenase 11 0.87 2
P37268 Squalene synthase 0.85 2
Q96PV6 Leukocyte receptor cluster member 8 0.84 2
O15027 Protein transport protein Sec16A 0.84 12
Q9NUD5 Zinc finger CCHC domain-containing protein 3 0.84 1
P25398 40S ribosomal protein S12 0.83 1
P14373 Zinc finger protein RFP 0.83 9
Q14974 Importin subunit beta-1 0.82 1
P07910 Heterogeneous nuclear ribonucleoproteins C1C2 0.82 6
O95573 Long-chain-fatty-acid--CoA ligase 3 0.81 3
P11177 Pyruvate dehydrogenase E1 component subunit beta mitochondrial 0.81 2
Q9BYJ9 YTH domain-containing family protein 1 0.81 4
Q9NYL9 Tropomodulin-3 0.80 2
P62280 40S ribosomal protein S11 0.79 3
Q12905 Interleukin enhancer-binding factor 2 0.77 4
Q2Q1W2 E3 ubiquitin-protein ligase TRIM71 0.77 1
Q16891 MICOS complex subunit MIC60 0.77 7
P46783 40S ribosomal protein S10 0.77 1
Q96DH6 RNA-binding protein Musashi homolog 2 0.77 1
P05787 Keratin type II cytoskeletal 8 0.76 176
Q99959 Plakophilin-2 0.76 6
Q15637 Splicing factor 1 0.76 2
P61513 60S ribosomal protein L37a 0.75 1
Q6S8J3 POTE ankyrin domain family member E 0.75 13
O14639 Actin-binding LIM protein 1 0.75 2
O43852 Calumenin 0.74 6
Q8IXJ3 Small nuclear ribonucleoprotein component 0.71 1
Q9Y265 RuvB-like 1 0.71 3
P27708 CAD protein 0.71 7
Q9Y285 Phenylalanine--tRNA ligase alpha subunit 0.70 2
P04843 Dolichyl-diphosphooligosaccharide--protein glycosyltransferase subunit 1 0.70 7
P78527 DNA-dependent protein kinase catalytic subunit 0.69 22
P62888 60S ribosomal protein L30 0.69 1
P35222 Catenin beta-1 0.69 1
P05783 Keratin type I cytoskeletal 18 0.68 135
Q01844 RNA-binding protein EWS 0.68 2
Q9BY77 Polymerase delta-interacting protein 3 0.68 1
Q6P2Q9 Pre-mRNA-processing-splicing factor 8 0.67 1
Q09666 Neuroblast differentiation-associated protein AHNAK 0.67 2
Q07666 KH domain-containing RNA-binding signal transduction-associated protein 1 0.66 6
P28288 ATP-binding cassette sub-family D member 3 0.65 2
F4ZW64 NF90a 0.64 1
P05388 60S acidic ribosomal protein P0 0.64 8
Q14684 Ribosomal RNA processing protein 1 homolog B 0.63 1
P63173 60S ribosomal protein L38 0.62 1
P49792 E3 SUMO-protein ligase RanBP2 0.60 2
P83731 60S ribosomal protein L24 0.59 2
P62241 40S ribosomal protein S8 0.59 2
Q6P2E9 Enhancer of mRNA-decapping protein 4 0.59 1
P35637 RNA-binding protein FUS 0.59 5
Q9NR30 Nucleolar RNA helicase 2 0.58 1
P19012 Keratin type I cytoskeletal 15 0.57 7
P02751 Fibronectin 0.57 42
A6NLN1 Polypyrimidine tract binding protein 1 isoform CRA_b 0.57 3
O43251 RNA binding protein fox-1 homolog 2 0.56 3
P08865 40S ribosomal protein SA 0.55 1
O75955 Flotillin-1 0.55 1
O75643 U5 small nuclear ribonucleoprotein 200 kDa helicase 0.55 1
Q13263 Transcription intermediary factor 1-beta 0.55 1
P46779 60S ribosomal protein L28 0.55 2
F8J2B5 LIM domain only 7 protein 0.55 3
Q00325 Phosphate carrier protein mitochondrial 0.54 2
Q13885 Tubulin beta-2A chain 0.54 33
Q13045 Protein flightless-1 homolog 0.54 1
P46782 40S ribosomal protein S5 0.54 2
P38919 Eukaryotic initiation factor 4A-III 0.54 2
Q5T6F2 Ubiquitin-associated protein 2 0.53 1
Q96I24 Far upstream element-binding protein 3 0.53 2
P31689 DnaJ homolog subfamily A member 1 0.52 1
P42330 Aldo-keto reductase family 1 member C3 0.51 1
P62269 40S ribosomal protein S18 0.50 6
Q92945 Far upstream element-binding protein 2 0.50 4
P53992 Protein transport protein Sec24C 0.49 2
P32322 Pyrroline-5-carboxylate reductase 1 mitochondrial 0.49 6
Q9BTM1 Histone H2AJ 0.48 1
P60866 40S ribosomal protein S20 0.47 2
P62829 60S ribosomal protein L23 0.47 6
Q9P0L0 Vesicle-associated membrane protein-associated protein A 0.47 1
P62906 60S ribosomal protein L10a 0.46 2
P62244 40S ribosomal protein S15a 0.46 3
Q14157 Ubiquitin-associated protein 2-like 0.46 3
P17844 Probable ATP-dependent RNA helicase DDX5 0.46 13
O43143 Putative pre-mRNA-splicing factor ATP-dependent RNA helicase DHX15 0.46 3
O75369 Filamin-B 0.45 6
Q13148 TAR DNA-binding protein 43 0.44 4
Q96PK6 RNA-binding protein 14 0.44 11
P33993 DNA replication licensing factor MCM7 0.43 2
P61978 Heterogeneous nuclear ribonucleoprotein K 0.43 11
P62854 40S ribosomal protein S26 0.43 2
P49750 YLP motif-containing protein 1 0.43 1
Q01085 Nucleolysin TIAR 0.42 5
Q15233 Non-POU domain-containing octamer-binding protein 0.42 1
Q9GZU2 Paternally-expressed gene 3 protein 0.42 16
Q13813 Spectrin alpha chain non-erythrocytic 1 0.42 37
P30050 60S ribosomal protein L12 0.42 2
P08727 Keratin type I cytoskeletal 19 0.41 36
Q14204 Cytoplasmic dynein 1 heavy chain 1 0.41 1
Q92841 Probable ATP-dependent RNA helicase DDX17 0.40 8
B2RMV2 CYTSA protein 0.39 4
Q9Y277 Voltage-dependent anion-selective channel protein 3 0.39 1
O43795 Unconventional myosin-Ib 0.39 5
P55795 Heterogeneous nuclear ribonucleoprotein H2 0.39 5
P58107 Epiplakin 0.39 18
B9EGI2 Myosin phosphatase Rho interacting protein 0.38 2
Q9BQG0 Myb-binding protein 1A 0.38 1
P63244 Guanine nucleotide-binding protein subunit beta-2-like 1 0.38 7
Q01082 Spectrin beta chain non-erythrocytic 1 0.38 38
P52272 Heterogeneous nuclear ribonucleoprotein M 0.37 27
P36578 60S ribosomal protein L4 0.37 4
P31483 Nucleolysin TIA-1 isoform p40 0.37 4
Q9P2E9 Ribosome-binding protein 1 0.37 3
O00159 Unconventional myosin-Ic 0.36 1
P23396 40S ribosomal protein S3 0.36 6
P15924 Desmoplakin 0.36 38
P62266 40S ribosomal protein S23 0.35 1
Q6GYQ0 Ral GTPase-activating protein subunit alpha-1 0.35 2
P62263 40S ribosomal protein S14 0.35 5
P11142 Heat shock cognate 71 kDa protein 0.35 22
Q8IWP6 Class IVb beta tubulin 0.35 30
Q13509 Tubulin beta-3 chain 0.35 17
O95816 BAG family molecular chaperone regulator 2 0.33 2
D3DR22 Hydroxysteroid 17-beta dehydrogenase 12 isoform CRA_a 0.33 1
P52597 Heterogeneous nuclear ribonucleoprotein F 0.31 6
Q9HCC0 Methylcrotonoyl-CoA carboxylase beta chain mitochondrial 0.31 2
Q92804 TATA-binding protein-associated factor 2N 0.31 1
Q7Z406 Myosin-14 0.31 6
P68032 Actin alpha cardiac muscle 1 0.31 18
P02545 Prelamin-AC 0.31 2
P25705 ATP synthase subunit alpha mitochondrial 0.29 11
P04792 Heat shock protein beta-1 0.29 1
Q9UDY2 Tight junction protein ZO-2 0.29 2
P62805 Histone H4 0.29 3
P49411 Elongation factor Tu mitochondrial 0.28 10
P50454 Serpin H1 0.27 1
P07437 Tubulin beta chain 0.27 31
P35580 Myosin-10 0.27 71
Q93009 Ubiquitin carboxyl-terminal hydrolase 7 0.26 2
P62913 60S ribosomal protein L11 0.26 2
P09651 Heterogeneous nuclear ribonucleoprotein A1 0.26 1
P62701 40S ribosomal protein S4 X isoform 0.25 3
P17987 T-complex protein 1 subunit alpha 0.24 1
Q6IB91 PCK2 protein 0.24 3
P62857 40S ribosomal protein S28 0.23 2
P31943 Heterogeneous nuclear ribonucleoprotein H 0.23 10
Q99623 Prohibitin-2 0.22 2
P45880 Voltage-dependent anion-selective channel protein 2 0.22 1
P15880 40S ribosomal protein S2 0.22 1
Q08211 ATP-dependent RNA helicase A 0.22 1
P60709 Actin cytoplasmic 1 0.21 29
P06576 ATP synthase subunit beta mitochondrial 0.21 7
Q15365 PolyrC-binding protein 1 0.19 4
P68363 Tubulin alpha-1B chain 0.19 18
P46776 60S ribosomal protein L27a 0.18 1
P27635 60S ribosomal protein L10 0.18 1
P08107 Heat shock 70 kDa protein 1A1B 0.18 8
P18124 60S ribosomal protein L7 0.17 1
P02675 Fibrinogen beta chain 0.16 2
O00571 ATP-dependent RNA helicase DDX3X 0.16 12
P09327 Villin-1 0.16 6
Q13268 Dehydrogenasereductase SDR family member 2 mitochondrial 0.16 7
Q9NZI8 Insulin-like growth factor 2 mRNA-binding protein 1 0.15 1
P35579 Myosin-9 0.15 21
P01617 Ig kappa chain V-II region TEW 0.15 2
P60660 Myosin light polypeptide 6 0.14 2
Q02543 60S ribosomal protein L18a 0.13 2
P54886 Delta-1-pyrroline-5-carboxylate synthase 0.13 3
Q9P2Y4 Zinc finger protein 219 0.13 1
Q06830 Peroxiredoxin-1 0.13 1
P06748 Nucleophosmin 0.13 5
P14923 Junction plakoglobin 0.13 1
P68104 Elongation factor 1-alpha 1 0.12 6
P10809 60 kDa heat shock protein mitochondrial 0.12 4
P02671 Fibrinogen alpha chain 0.12 7
H6VRG3 Keratin 1 0.11 30
P02679 Fibrinogen gamma chain 0.11 3
P11021 78 kDa glucose-regulated protein 0.11 15
P49327 Fatty acid synthase 0.11 1
P05141 ADPATP translocase 2 0.10 1
Q00839 Heterogeneous nuclear ribonucleoprotein U 0.09 3
Q13151 Heterogeneous nuclear ribonucleoprotein A0 0.09 2
Q5T9A4 ATPase family AAA domain-containing protein 3B 0.08 6
P06733 Alpha-enolase 0.08 2
Q9NVI7 ATPase family AAA domain-containing protein 3A 0.07 6
Q5VUA4 Zinc finger protein 318 0.07 1
P08238 Heat shock protein HSP 90-beta 0.07 2
P35527 Keratin type I cytoskeletal 9 0.07 12
H7BY58 Protein-L-isoaspartate O-methyltransferase 0.07 4
P43243 Matrin-3 0.06 5
P00338 L-lactate dehydrogenase A chain 0.05 1
P13645 Keratin type I cytoskeletal 10 0.04 6
Q9BUJ2 Heterogeneous nuclear ribonucleoprotein U-like protein 1 0.04 1
P35908 Keratin type II cytoskeletal 2 epidermal 0.03 5
Q00610 Clathrin heavy chain 1 0.03 2
P02769 Serum albumin 0.02 13


