Accession Number Description Fold Enrichment | UniquePeptideCount
Q9H930 Nuclear body protein SP140-like protein .81 6
P14868 Aspartate—-tRNA ligase cytoplasmic 25 8
P52597 t nuclear ribonucleoprotein F 10
P55795 [ nuclear ribonucleoprotein H2

015084 i ine-protein phosphatase 6 regulatory ankyrin repeat subunit A 2
043813 LanC-like protein 1 4
[D3DR22 P id (17-beta) dehydrogenase 12 isoform CRA_a X 4
Q92900 Regulator of transcripts 1 0.

Q6P1L8 398 protein L14 mitochondrial 0.

Q5T6F2 Ubiquiti i protein 2 0.

Q9HBZ9 RNA helicase 0.

043795 i myosin-Ib 0.

A4UCR9 litochondrial 28S ribosomal protein S34 0.

Q9BSJ8 Extended -1 0.

Q5H9R7 Serinethreonine-protein phosphatase 6 regulatory subunit 3 0.7¢

QINR30 Nucleolar RNA helicase 2 0.7

P27694 Replication protein A 70 kDa DNA-binding subunit .7 4
P62987 Ubiquitin-60S ribosomal protein L40 .7¢ 4
P45954 Sh chain specific acyl-CoA mitg .7 4
Q13509 Tubulin beta-3 chain .7 17
Q15084 Protein disulfide-isomerase A6 .7

P11182 Lipoamide of branched-chain alpha-keto acid dehydrogenase complex 0.7

P23528 Cofilin-1 0.7

|P22695 Cytochrome b-c1 complex subunit 2 0.7

Q96J02 E3 ubiquitin-protein ligase Itchy homolog 0.7:

Q9UBX3 ial dicarboxylate carrier 0.7:

Q9ULVO U myosin-Vb 0.7: 37
000425 Insulin-like growth factor 2 mRNA-binding protein 3 0.7 3
000148 ATP-dependent RNA helicase DDX39A 0.7 2
QYH8H3 M like protein 7A 0.7¢ 2
Q13885 Eubul in beta-2A chain 0.69 18
094905 Erlin-; 0.68 2
P62829 60S protein L23 0.65 3
Q49AG4 DIS3 protein 1
P06576 ATP synthase subunit beta mitochondrial 10
P11586 C-1 synthase cytoplasmic

Q06520 |Bile salt

P30041 i in-6 .

095793 Double-stranded RNA-binding protein Staufen homolog 1 0.59

Q9Y5V3 ciated antigen D1 0.58

P3211 i in-2 0.58

P6837 Tubulin beta-4B chain 0.58 28
07531 RNARNP complex-1-i 0.57

P68363 | Tubulin alpha-1B chain 0.57 25
Q99623 Prohibitin-2 0.56

P31943 k nuclear ribont in H 0.55 12
P50225 Sulfotransferase 1A1 0.54

Q12904 |Aminoacyl tRNA synthase complex-i ling multifunctional protein 1 0.53

Q14103 b nuclear ribont in DO 0.52

Q9H9B4 i d 0.52

Q9UJSO Calcium-binding mitochondrial carrier protein Aralar2 52

P07437 Tubulin bet: ain 52 26
P60842 [Eukaryotic tion factor 4A-1 1 7
P01859 Ig gamma-2 chain C region .50 2
Q96JJ3 and cell motility protein 2 0.50 1
P51659 multifunctional enzyme type 2 0.50 43
P53618 Coatomer subunit beta 0.

A7BI36 p180ribosome receptor 0. 2
Q61B91 PCK2 protein 0. 4
QINQX4 Unconventional myosin-Vc 0. 2
P05141 ADPATP 2 0.

Q15436 Protein transport protein Sec23A 0.47

Q9UBM7 7: reductase 0.

P02675 Fibrinogen beta chain 0. 4
P04843 Dolichyl-di ar protei subunit 1 0.

P35637 NA-binding protein FUS 0.

P35232 Prohibitin

H7BY58 Protein-L-it p: O-mett 18
Q13268 uctase SDR family member 2 mitc 10
Q04837 Single-stranded DNA-binding protein mi i 4
P51571 Tra i protein subunit delta .

P61978 Hete nuclear ribonucleoprotein K 0.

000571 ATP-dependent RNA helicase DDX3X 0.37

P41252 ine--tRNA ligase cytoplasmic 0.37

P31483 in TIA-1 isoform p40 0.

P49368  T-complex protein 1 subunit gamma 0.

P68104 |Elongation factor 1-alpha 1 0. 10
P46776 60S protein L27a 0. 2
Q9HCCO Methylcrotonoyl-CoA carboxylase beta chain 0. 1
060701 UDP-glucose 6-dehydrogenase 0. 7
060547 GDP-mannose 46 dehydratase 0.

Q5BKZ1 DBIRD complex subunit ZNF326 0.

Q9Y4l1 Y] i myosin-Va 0.

Q00839 nuclear ribonucleoprotein U

P49327 Fatty acid synthase

Q96P! binding protein 14 2
P026 Fibrinogen alpha chain 10
P4864; T-complex protein 1 subunit epsilon X

P0267" Fibrinogen gamma chain 0.

Q0821 ATP-dependent RNA helicase A 0.30

Q96EY1 DnaJ homolog subfamily A member 3 0.29

P36542 ATP synthase subunit gamma mitochondrial 0.29

Q15365 Poly(rC)-binding protein 1 0.29

P17844 Probable ATP- RNA helicase DDX5 0.28

P49411 Eongatlon factor Tu mitochondrial 0.28

P78527 DN, protein kinase catalytic subunit 0.26

P15924 Desmoplakin 0.26 11
P541 Arginine--tRNA ligase cytoplasmic 0.26 2
QO68: d in-1 0.25 2
P082. Heat shock protein HSP 90-beta 0.25 6
P057 eratin type | cytoskeletal 18 .24 19
A2NUT2 Lambda-chain (AA -20 to 215) .24 4
Q15058 inesin-like protein KIF14 .23 18
P31942 nuclear ribonucleoprotein H3 .23

P01617 g kappa chain V-1l region TE 0.23

P25705 ATP synthase subunit alpha mitochondrial 0.22

P04406 -3-phosphate dehydrogenase 0.22

QINZI8 nsulin-like growth factor 2 mRNA-binding protein 1 0.21

Q9BUJ2 nuclear ribonucleoprotein U-like protein 1 0.20

P02768 Serum albumin 0. 10
P01700 g lambda chain V-I region HA 0.

P04075 Fructose-bisphosphate aldolase A 0.

Q149N6 Dedicator of cytokinesis 4 0.

P54886 Delta-1-pyrroline-5-carboxylate synthase 0.

P07900 Heat shock protein HSP 90-alpha 0.

P527. inesin-like protein KIF11 0.

P607! Actin cytoplasmic 1

P11142 Heat shock cognate 71 kDa protein

P0O57: Keratin type Il cytoskeletal 8 12
P10809 60 kDa heat shock protein mitochondrial 2
P08107 Heat shock 70 kDa protein 1A1B . 2
P06748 i 0. 2
P02769 Serum albumin 0. 45
P11021 78 kDa glucose-regulated protein 0.

P19474 E3 ubiquitin-protein ligase TRIM21 0.10

P00 L-lactate dehydrogenase A chain 0.

P07814 [Bifunctional oline--tRNA ligase 0

P02 Fibronectin 0.0

P355: Keratin type | 9 0.0

HE6VRG3 Keratin 1 0.0:

Q00610 Clathrin heavy chain 1 0.0

P35908 Keratin type Il 2 0.0

P13645 Keratin type | 10 0.0




