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61978 nuclear
Q06830 Peroxiredoxin-1
43175
07437 Ubulin beta chain T
27708 AD protein
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51812 Ribosomal profein 6 kinase alpha-3
QBHOLT Isthmin-2
Q9BQGO ut-binding ot TR
00571 lependent RNA helicase DDX3X 2
SerDm HT
[Elongation factor 2
Desmopiakin 2
[T-complex protein 1 subunit gamma
I ‘myosin-Ib
Cofilin-1
Kinesin-fike protein KIFC3 7
Vigiin
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