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Name of Protein

Unique Peptide Counts

Fold Enrichment

CBFA2T3_A303-616A_Band A Protein CBFA2T3 0S=Homo sapiens GN=CBFA2T3 PE=1 SV=2 - [MTG16_HUMAN] 11 Not in Control IP
CBFA2T3_A303-616A_Band A Transcription factor 12 0S=Homo sapiens GN=TCF12 PE=1 SV=1 - [HTF4_HUMAN] 3 Not in Control IP
CBFA2T3_A303-616A_Band A Isoform 2 of GRAM domain-containing protein 1A OS=Homo sapiens GN=GRAMD1A - [GRM1A_HUMAN] 2 Not in Control IP
CBFA2T3_A303-616A_Band A Isoform 2 of Protein CBFA2T2 OS=Homo sapiens GN=CBFA2T2 - [MTG8R_HUMAN] 2 Not in Control IP
CBFA2T3_A303-616A_Band A Isoform 3 of TOX high mobility group box family member 4 0S=Homo sapiens GN=TOX4 - [TOX4_HUMAN] 2 Not in Control IP
CBFA2T3_A303-616A_Band A Isoform 2 of Gliomedin OS=Homo sapiens GN=GLDN - [GLDN_HUMAN] 1 Not in Control IP
CBFA2T3_A303-616A_Band A Transferrin receptor (P90, CD71), isoform CRA_c OS=Homo sapiens GN=TFRC PE=1 SV=1 - [G3VOE5_HUMAN] 1 Not in Control IP
CBFA2T3_A303-616A_Band A Histone H2A OS=Homo sapiens GN=H2AFV PE=3 SV=1 - [C9J386_HUMAN] 1 Not in Control IP
CBFA2T3_A303-616A_Band A Isoform 2 of Heat shock cognate 71 kDa protein OS=Homo sapiens GN=HSPA8 - [HSP7C_HUMAN] 6 2.00
CBFA2T3_A303-616A_Band A Stress-70 protein, mitochondrial 0S=Homo sapiens GN=HSPA9 PE=1 SV=2 - [GRP75_HUMAN] 15 1.10
CBFA2T3_A303-616A_Band A Splicing factor, proline- and glutamine-rich 0S=Homo sapiens GN=SFPQ PE=1 SV=2 - [SFPQ_HUMAN] 4 1.00
CBFA2T3_A303-616A_Band A Heterogeneous nuclear ribonucleoprotein U-like protein 1 (Fragment) OS=Homo sapiens GN=HNRNPUL1 PE=1 SV=1 - [MOR3F1_HUMAN] 4 1.00
CBFA2T3_A303-616A_Band A Ig gamma-1 chain C region 0S=Homo sapiens GN=IGHG1 PE=1 SV=1 - [AOA087X010_HUMAN] 4 1.00
CBFA2T3_A303-616A_Band A Nuclear pore complex protein Nup93 (Fragment) OS=Homo sapiens GN=NUP93 PE=1 SV=1 - [H3BMX0_HUMAN] 2 1.00
CBFA2T3_A303-616A_Band A RNA-binding protein EWS (Fragment) OS=Homo sapiens GN=EWSR1 PE=1 SV=5 - [FSWC90_HUMAN] 1 1.00
CBFA2T3_A303-616A_Band A Isoform 2 of Heterogeneous nuclear ribonucleoprotein M 0S=Homo sapiens GN=HNRNPM - [HNRPM_HUMAN] 5 0.67
CBFA2T3_A303-616A_Band A DNA replication licensing factor MCM7 OS=Homo sapiens GN=MCM7 PE=1 SV=4 - [MCM7_HUMAN] 5 0.67
CBFA2T3_A303-616A_Band A Isoform 5 of Prelamin-A/C 0S=Homo sapiens GN=LMNA - [LMNA_HUMAN] 6 0.40
CBFA2T3_A303-616A-Band B Protein CBFA2T3 OS=Homo sapiens GN=CBFA2T3 PE=1 SV=2 - [MTG16_HUMAN] 2 Not in Control IP
CBFA2T3_A303-616A-Band B Isoform PP39-TAL1 of T-cell acute lymphocytic leukemia protein 1 0S=Homo sapiens GN=TAL1 - [TAL1L_HUMAN] 1 Not in Control IP
CBFA2T3_A303-616A-Band B Vimentin 0S=Homo sapiens GN=VIM PE=1 SV=4 - [VIME_HUMAN] 1 Not in Control IP
CBFA2T3_A303-616A-Band B Actin, cytoplasmic 1 0S=Homo sapiens GN=ACTB PE=1 SV=1 - [G5ESR0_HUMAN] 1 Not in Control IP
CBFA2T3_A303-616A-Band B Tubulin alpha-1B chain (Fragment) OS=Homo sapiens GN=TUBA1B PE=1 SV=1 - [F8VRKO_HUMAN] 1 Not in Control IP
CBFA2T3_A303-616A-Band B RNA-binding motif protein, X chromosome (Fragment) OS=Homo sapiens GN=RBMX PE=1 SV=2 - [HOY6E7_HUMAN] 1 Not in Control IP
CBFA2T3_A303-616A-Band B Tubulin beta-3 chain 0S=Homo sapiens GN=TUBB3 PE=1 SV=1 - [G3V5W4_HUMAN] 1 Not in Control IP
CBFA2T3_A303-616A-Band B |g gamma-1 chain C region 0S=Homo sapiens GN=IGHG1 PE=1 SV=1 - [AOA087X010_HUMAN] 4 1.00




