Spectrum Name of Protein Count of Peptides | Ratio (CHD1/IgG control)
CHD1_Band A [Isoform 2 of Chromodomain-helicase-DNA-binding protein 1 38 NOT IN CONTROL IP
CHD1_Band A [Isoform 2 of DNA topoisomerase 2-alpha 27 0.72972973
CHD1 Band A |cDNA FLJ59523, highly similar to Scaffold attachment factor B 20 2.857142857
CHD1_Band A |Scaffold attachment factor B2 19 2.714285714
CHD1_Band A |lsoform Beta-1 of DNA topoisomerase 2-beta 15 0.454545455
CHD1_Band A |Structural maintenance of chromosomes protein 3 15 2.5
CHD1_Band A [SWI/SNF-related matrix-associated actin-dependent regulator of ch 11 0.458333333
CHD1 Band A |Splicing factor 3B subunit 1 9 0.692307692
CHD1_Band A |Structural maintenance of chromosomes protein 1A 8 0.8
CHD1_Band A |lsoform 2 of Chromodomain-helicase-DNA-binding protein 2 7 NOT IN CONTROL IP
CHD1_Band A |Protein RRP5 homolog 7 0.411764706
CHD1_Band A |FACT complex subunit SPT16 6 1.5
CHD1 Band A |HEAT repeat-containing protein 1 6 0.206896552
CHD1_Band A |Isoform 1 of U5 small nuclear ribonucleoprotein 200 kDa helicase 6 0.146341463
CHD1_Band A |lsoform 2 of Tyrosine-protein kinase BAZ1B 5 0.555555556
CHD1_Band A |Isoform Short of Antigen KI-67 5 0.384615385
CHD1 Band A |DNA-directed RNA polymerase 4 NOT IN CONTROL IP
CHD1 Band A |Isoform 2 of PR domain zinc finger protein 10 4 NOT IN CONTROL IP
CHD1_Band A |Isoform 1 of Splicing factor 3B subunit 3 3 3
CHD1_Band A |Desmoglein-1 2 NOT IN CONTROL IP
CHD1_Band B |Stress-70 protein, mitochondrial 20 1
CHD1 Band B |Desmoglein-1 17 NOT IN CONTROL IP
CHD1 Band B |Junction plakoglobin 14 NOT IN CONTROL IP
CHD1_Band B |Nucleolar protein 56 14 1.555555556
CHD1_Band B |lsoform 1 of RNA-binding protein 14 13 1.444444444
CHD1_Band B |lsoform DPI of Desmoplakin 13 NOT IN CONTROL IP
CHD1_Band B |Isoform 3 of Probable ATP-dependent RNA helicase DDX17 12 2
CHD1 Band B |Isoform 1 of Heat shock cognate 71 kDa protein 11 1.222222222
CHD1_Band B |Probable ATP-dependent RNA helicase DDX5 11 2.2
CHD1_Band B |ATP-dependent RNA helicase DDX18 9 1.5
CHD1_Band B |X-ray repair cross-complementing protein 6 9 0.6
CHD1_Band B [Isoform 2 of Chromodomain-helicase-DNA-binding protein 1 8 NOT IN CONTROL IP
CHD1_Band B [Lamin-B1 8 1.333333333
CHD1_Band B |X-ray repair cross-complementing protein 5 8 8
CHD1_Band B |Insulin-like growth factor 2 mRNA-binding protein 1 6 0.666666667
CHD1_Band B |Isoform 1 of Heterogeneous nuclear ribonucleoprotein R 6 0.333333333
CHD1 Band B |Isoform 2 of Heterogeneous nuclear ribonucleoprotein R 6 0.375
CHD1_Band B [HSPAS protein 5 0.833333333
CHD1_Band B [Isoform A of Lamin-A/C 5 0.277777778
CHD1_Band B |Nucleolar protein 11 5 0.454545455
CHD1_Band B |Heterogeneous nuclear ribonucleoprotein L 4 0.333333333
CHD1_Band B [Isoform 1 of Insulin-like growth factor 2 mRNA-binding protein 3 4 0.666666667
CHD1 Band B |cDNA FLJ54408, highly similar to Heat shock 70 kDa protein 1 3 0.428571429
CHD1_Band B |cDNA FLJ56823, highly similar to Protein-glutamine gamma-glutamy 3 NOT IN CONTROL IP
CHD1_Band B |FACT complex subunit SSRP1 3 0.75
CHD1_Band B |Isoform 1 of Annexin A2 3 NOT IN CONTROL IP
CHD1_Band B [Isoform 1 of Interleukin enhancer-binding factor 3 2 2
CHD1 Band B |lsoform 1 of Nucleolar RNA helicase 2 2 0.333333333
CHD1_Band B |Putative pre-mRNA-splicing factor ATP-dependent RNA helicase DH 2 2
CHD1_Band C |Isoform 1 of Core histone macro-H2A.1 27 1.588235294
CHD1_Band C |Desmoglein-1 11 NOT IN CONTROL IP
CHD1_Band C [cDNA FLI77422, highly similar to Homo sapiens RNA binding protein 7 0.636363636
CHD1 Band C |Isoform 2 of Chromodomain-helicase-DNA-binding protein 1 7 NOT IN CONTROL IP
CHD1_Band C |Mitochondrial ribonuclease P protein 1 5 NOT IN CONTROL IP
CHD1_Band C |rRNA 2'-O-methyltransferase fibrillarin 4 0.666666667
CHD1_Band C |Isoform A1-B of Heterogeneous nuclear ribonucleoprotein Al 3 0.3
CHD1_Band C |Heterogeneous nuclear ribonucleoprotein L 1 NOT IN CONTROL IP




