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Antibody: Pol Il Source: Covance MMS-126R
Epitope: mouse monoclonal, clone 8WG16

Validation 1: Immunoprecipitation (IP) in both CH12 and MEL cell lines

CH12 MEL
NE s2 s4 IP IsG NE s2 s4 IP IgG

kDa 2ug 4ug 2ug 4ug 2ug4ug 2ug4ug  Arrow indicates immunoprecipitated band of

expected size of Pol Il in both CH12 and MEL cell
Pol II—> lines (~220 kDa).

130
NE: nuclear lysate

70 S2: supernatant after IP with 2ug antibody

S4: supernatant after IP with 4ug antibody
IP: IP with indicated amount of tested antibody
IgG: IP with indicated amount of control IgG
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