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Rabbit ploclonal antibody raised against amino acids 41-200 of SREBP-1 of human origin.

Human

Western Blot

trupti@stanford.eduTrupti Kawli

SREBP1 (sc-8984) SREBP1 

Snyder

Santa Cruz Biotechnology

Rabbit

10211sc-8984

IP-Mass Spec

Affinity Polyclonal

Transcriptional activator required for lipid homeostasis. Regulates transcription of the LDL receptor gene as well as the fatty acid and to a lesser degree the cholesterol synthesis pathway (By similarity). Binds to the sterol regulatory element 1 (SRE-1) (5'-ATCACCCCAC-3'). Has dual sequence specificity binding to both an E-box motif (5'-ATCACGTGA-3') and to SRE-1 (5'-ATCACCCCAC-3')



Validation #1 
Analysis

Insert Validation Image (click here)

Western blot of HelaS3 and HepG2 nuclear extracts using the anti SREBP1 (sc-8984) detects a single high molecular weight protein of about 125kD. This band was further analyzed by IP-Mass Spec.



Western'Blot'analysis'of'nuclear'extracts'from'HelaS3'
and'HepG2'using'an;'SREBP1'an;body'(scB8984).'
Expected'protein'band'125'kD.'



Validation #2 
Analysis

Insert Validation Image (Click here)

Immunoprecipitation of SREBP1 from HepG2 cells using sc-8984 antibody. Lane 1: input nuclear lysate, Lane 2: material immunoprecipitated with sc-8984, Lane 3: material immunoprecipitated using control IgG. Band A was excised from the gel and subjected to analysis by mass spectrometry.!IP followed by masspectrometry: Briefly, protein was immunoprecipitated from HepG2 whole cell lysates using sc-8984, and the IP fraction was loaded on a 10% polyacrylamide gel (NuPAGE Bis-Tris Gel) and separated with an Invitrogen NuPAGE electrophoresis system. The gel was silver-stained, gel fragments corresponding to the bands indicated were excised and destained using the SilverSNAP Stain for Mass Spectrometry (Pierce). Then proteins were trypsinized using the in-gel digestion method. Digested proteins were analyzed on an LTQ-Orbitrap (Thermo Scientific) by the nanoLC-ESI-MS/MS technique. Peptides were identified by the SEQUEST algorithm and filtered with a high confidence threshold (Protein false discovery rate < 1%, 2 peptides per protein minimum).!We report 27proteins identified in band A, although 3 of these are also present in a control immunoprecipitation and are thus likely to present due to non-specific association with the IP matrix. Of the specifically immunoprecipitated proteins, SREBP1 is the most abundant (40 peptides).!Based on these observations, this band is likely due to the presence of immunoprecipitated SREBP1 and sc-8984 meets the ENCODE standard for validation by this criterion.
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Spectrum) Name)of)Protein) Count)of)pep2des) Ra2o(SREBP1/IgG)Control))
SREBP1.Band.A. Isoform.4.of.Sterol.regulatory.elementKbinding.protein.1. 40. NOT.IN.CONTROL.IP.
SREBP1.Band.A. OxysterolKbinding.protein. 31. NOT.IN.CONTROL.IP.
SREBP1.Band.A. Puta-ve.uncharacterized.protein.SFRS14. 21. NOT.IN.CONTROL.IP.
SREBP1.Band.A. 10Kformyltetrahydrofolate.dehydrogenase. 18. NOT.IN.CONTROL.IP.
SREBP1.Band.A. Formyltetrahydrofolate.dehydrogenase.isoform.a.variant. 18. NOT.IN.CONTROL.IP.
SREBP1.Band.A. Isoform.1.of.NKterminal.kinaseKlike.protein. 18. NOT.IN.CONTROL.IP.
SREBP1.Band.A. Hemoglobin.subunit.beta. 17. NOT.IN.CONTROL.IP.
SREBP1.Band.A. Isoform.5.of.NKterminal.kinaseKlike.protein. 17. NOT.IN.CONTROL.IP.
SREBP1.Band.A. Isoform.2.of.OxysterolKbinding.proteinKrelated.protein.8. 15. NOT.IN.CONTROL.IP.
SREBP1.Band.A. interleukin.enhancerKbinding.factor.3.isoform.d. 14. NOT.IN.CONTROL.IP.
SREBP1.Band.A. Isoform.1.of.Interleukin.enhancerKbinding.factor.3. 14. NOT.IN.CONTROL.IP.
SREBP1.Band.A. Endoplasmin. 10. 0.833333333.
SREBP1.Band.A. HNRPU.protein. 9. 0.529411765.
SREBP1.Band.A. Isoform.Long.of.Heterogeneous.nuclear.ribonucleoprotein.U. 9. 0.529411765.
SREBP1.Band.A. Isoform.RF1/RF2.of.RetrotransposonKderived.protein.PEG10. 9. NOT.IN.CONTROL.IP.
SREBP1.Band.A. MatrinK3. 9. NOT.IN.CONTROL.IP.
SREBP1.Band.A. Puta-ve.uncharacterized.protein.MATR3. 9. NOT.IN.CONTROL.IP.
SREBP1.Band.A. retrotransposonKderived.protein.PEG10.isoform.3. 9. NOT.IN.CONTROL.IP.

SREBP1.Band.A. Aldehyde.dehydrogenase.1.family,.member.L1,.isoform.CRA_a. 7. NOT.IN.CONTROL.IP.
SREBP1.Band.A. Isoform.1.of.Splicing.factor.3B.subunit.3. 7. NOT.IN.CONTROL.IP.
SREBP1.Band.A. Isoform.1.of.Serum.albumin. 4. NOT.IN.CONTROL.IP.
SREBP1.Band.A. FACT.complex.subunit.SPT16. 3. NOT.IN.CONTROL.IP.
SREBP1.Band.A. Isoform.RF1.of.RetrotransposonKderived.protein.PEG10. 3. NOT.IN.CONTROL.IP.
SREBP1.Band.A. retrotransposonKderived.protein.PEG10.isoform.4. 3. NOT.IN.CONTROL.IP.
SREBP1.Band.A. Desmoplakin.Ia. 2. NOT.IN.CONTROL.IP.
SREBP1.Band.A. Isoform.DPI.of.Desmoplakin. 2. NOT.IN.CONTROL.IP.
SREBP1.Band.A. Isoform.DPII.of.Desmoplakin. 2. NOT.IN.CONTROL.IP.


