pectrum

Name of Protein

Uniaue Peptide Counts

Fold Enrichment]

NF316 A!D! 249A Band A Nuceolar RNA helcsse 2 N=DD) ~{DDX21 HUMAN] 27 Not in Control P]
ZNF316 A303-249A Band A| SWI/SNF-related matrix- regulator of Amember5 0 SV=1-[SMCAS HUMAN] 27 Notin Control ]
ZNF316 A303-249A Band A 1soform 2 of 1 = uurmnm HUMANT 2 Notin Control ]
ZNF316 A303-249A Band A Xerav rep: brotein 5 0 =3 - [XRCCS_ HUMANI 2 Notin Control ]
ZNF316 A303-249A Band A -alpha =TOP2A PE=15V=3 - [TOP2A_HUMAN] 18 Not in Control ]
ZNF316 A303-249A Band A Isoform 2 of ™ - [HNRPM_HUMAN] 14 Notin Control ]
ZNF316 A303-249A Band A Protein EL N=AHCTFL PE=15V=3 - [ELYS_ HUMANI 13 Notin Control ]
ZNF316 A303-249A Band A inducer in the nucl N=ACIN1 PE=15V=1 - [S4R3H4 HUMANI 12 Not in Control ]
ZNF316 A303-249A Band A hort of Antigen KI-67 O -1KI67_HUMAN] 1 Notin Control ]
ZNF316 A303-249A Band A Isoform 2 of 116 kDa US small 2 [USS1 HUMANI 1 Notin Control ]
ZNF316 A303-249A Band A Protein RRP: DCD11 PE=15V=3 - [RRPS HUMANI 10 Not in Control ]
ZNF316 A303-249A Band A Pre-mRNA- helicase DHX15 05=} 15 PE=15V=2 - [DHX15 HUMANI 9 Notin Control ]
ZNF316 A303-249A Band A Isoform 2 of Probable 285 rRNA (s (4447)-C| N=NOP2 - [NOP2_ HUMANI 9 Notin Control ]
ZNF316 A303-249A Band A = ol SV=2- [PRP8_HUMAN] 8 Notin Control ]
ZNF316 A303-249A Band A 38 subunit 105=Homo PE=15V=3 - [SF381 HUMANI 8 Notin Control ]
ZNF316 A303-249A Band A HCG2044799 = UL2-B5CL2 PE=4 V=1 - [H38QZ7 HUMAN] 8 Notin Control ]
ZNF316 A303-249A Band A Zinc finger SV=1-12N316 HUMANI 7 Not in Control ]
ZNF316 A303-249A Band A Isoform 2 of Tyrosine-protein kinase BAZ18 O Z18 - [BAZ18_ HUMAN] 7 Notin Control ]
ZNF316 A303-249A Band A Isoform 4 of RO: N=HNRNPR - [HNRPR_HUMAN] 7 Notin Control ]
ZNF316 A303-249A Band A I N=DNTTIP2 PE=1 SV=2 - [TDIF2_ HUMANI 7 Notin Control ]
ZNF316 A303-249A Band A 38 subunit 2 05=H HUMAN] 7 Notin Control ]
ZNF316 A303-249A Band A Nucleolin N=NCL PE= 3 Notin Control ]
ZNF316 A303-249A Band A 105=Homo sapiens 6 - [TOP1_HUMANI 6 Notin Control ]
ZNF316 A303-249A Band A U3 small nucleolar RNA-associated protein 14 h =15V=1-[UT14A_ HUMAN] 6 Notin Control 1P
ZNF316 A303-249A Band A WD repeat- 3 [WDR3 HUMANI 6 Notin Control 1P
ZNF316 A303-249A Band A HEAT repeat-conta 10 SV=1-1Q5T3Q7 HUMANI 6 Notin Control 1P
ZNF316 A303-249A Band A Isoform 2 of DNA repli factor MCM7 OS=! [MCM7_HUMANI 5 Notin Control 1P
ZNF316 A303-249A Band A Isoform 2 of Ribosomal RN 1 homolog B 0! rmm HUMAN] 5 Notin Control 1]
ZNF316 A303-249A Band A =NAT10 PE=1 V=1 ANI 5 Notin Control 1]
ZNF316 A303-249A Band A Isoform 2 of Ribosome bi tein BOP1 05=} -aowracm HUMAN\ 4 Notin Control 1]
ZNF316 A303-249A Band A Isoform 5 of Prelamin-A/C 05 GN=LMNA - [LMNA_ HUMANI 4 Notin Control 1]
ZNF316 A303-249A Band A brotein MPP10 05=Homo sapiens GN=MPHOSPH10 PE=15V=2 - [MPP10 HUMANI 4 Notin Control 1]
ZNF316 A303-249A Band A Isoform 2 of Pinin PN - [PININ_HUMAN] 4 Notin Control 1]
ZNF316 A303-249A Band A Transducin beta-like protein 3 ‘GN=TBL3 PE=15V= - [TBL3 HUMANI 4 Notin Control 1P
ZNF316 A303-249A Band A Isoform 2 of Transcription intermediary factor 1-beta O5- iens GN=TRIM28 - [TIF18_HUMANI 4 Notin Control 1P
ZNF316 A303-249A Band A Alburin isoform CRA_k O5=Homo sapiens GN=ALB PE=15V=1- [CUKR2 HUMAN] 4 Notin Control 1P
ZNF316 A303-249A Band A CCAAT, zeta CEBPZ PE=15V=1 HUMAN] 4 Notin Control 1]
ZNF316 A303-249A Band A PE=15V=1- [AOAOBAI2ES HUMANI 4 Notin Control 1]
ZNF316 A303-249A Band A onA 2 1- [E9PCYS HUMANL 4 Notin Control 1]
ZNF316 A303-249A Band A DNA damage-t 10 =15V=1- [FWF81 HUMAN] 4 Notin Control 1]
ZNF316 A303-249A Band A Citron Rho- IT PE=15V=2 - [CTRO_HUMANI 3 Notin Control 1]
ZNF316 A303-249A Band A Isoform 6 of RNA Ews R1- [EWS HUMANI 3 Notin Control 1P
ZNF316 A303-249A Band A Isoform Numa-s of brotein 10 - INUMAL_HUMAN] 3 Notin Control 1P
ZNF316 A303-249A Band A Teoform 2 of RRP12-lke protein [RRP12_ HUMANI 3 Notin Control 1P
ZNF316 A303-249A Band A Isoform UBF2 of iption factor 10 - 1UBF1 HUMAN] 3 Notin Control 1P
ZNF316 A303-249A Band A g anima-Lchsi Cregon (Fragment) O5e GN-=IGHG1 PE=15V=" 3 Notin Control 1]
ZNF316 A303-249A Band A Probable DDX10 OS=Ht 3 Notin Control ]
ZNF316 A303-249A Band A ATPase family AAA 2 Notin Control 1]
ZNF316 A303-249A Band A soform 2 of 2 Not in Control P]
ZNF316 A303-249A Band A 'ATP-dependent ANA helcase DDX1S 2 Notin Control 1]
ZNF316 A303-249A Band A Histone H28 type 1-K 2 Notin Control 1P
ZNF316 A303-249A Band A receptor- =l 2 Notin Control 1]
ZNF316 A303-249A Band A Isoform 2 of Mediator of DN 1 N-MDCLIMDCL HUMAN] 2 Notin Control 1]
ZNF316 A303-249A Band A factor 0= =2 - INKRE_HUMANI 2 Notin Control 1]
ZNF316 A303-249A Band A GN=GNL2 PE=15V=1 - [NOG2 HUMANI 2 Notin Control 1P
ZNF316 A303-249A Band A Isoform 2 of Nucleolar protein 10 OS=Ht GN=NOL10 - INOL10 HUMANI 2 Notin Control 1]
ZNF316 A303-249A Band A Isoform 4 of Nucleolar protein 016 - [NOL6_HUMANI 2 Notin Control 1]
ZNF316 A303-249A Band A X 0s-! -mws 15v=: 2 Notin Control 1]
ZNF316 A303-249A Band A soform 2 of RNA-bindi 28 05=H 2 Not in Control P]
ZNF316 A303-249A Band A Isoform 2 of Splicing factor 3A subunit 1 2 Notin Control 1]
ZNF316 A303-249A Band A Isoform 3 of Solicing factor 38 subunit 2

ZNF316 A303-249A Band A proline- and 2

ZNF316 A303-249A Band A Tsoform 5 of Transcroton actiator 8861 2

ZNF316 A303-249A Band A 2

ZNF316 A303-249A Band A 75 05=H 2

ZNF316 A303-249A Band A Isoform 2 of 5" 2

ZNF316 A303-249A Band A DNA-directed RNA polvmerase 2

ZNF316 A303-249A Band A Nucleolar and coiled-b 1 2

ZNF316 A303-249A Band A DNA-directed RN 2

ZNF316 A303-249A Band A Wi 36 05} 2

ZNF316 A303-249A Band A Proline-. glutamic acid- and leucine-rich protein 1 (Fragment) O 2

ZNF316 A303-249A Band A ATP-dependent RNA helicase DDX50 O 2

ZNF316 A303-249A Band A AT-rich interactive domain-containing protein 1A' 2

ZNF316 A303-249A Band A AF8-like transcription modulator (Fragment) O 2

ZNF316 A303-249A Band A 1 2

ZNF316 A303-249A Band A Isoform 2 of Actin. Y th muscle 05~ 1

ZNF316 A303-249A Band A Intron- aquari 1

ZNF316 A303-249A Band A Isoform 4 of B-cell scaffold protein with ankvrin repeats O 1

ZNF316 A303-249A Band A Isoform 4. to zinc finger domain protei 1

ZNF316 A303-249A Band A Ribosome biogenesis protein BMS1 1

ZNF316 A303-249A Band A G 1

ZNF316 A303-249A Band A Celldivision cvcle 5-like protein OS=H 1

ZNF316 A303-249A Band A Isoform 2 of Crooked necklike protein 1 1

ZNF316 A303-249A Band A Isoform DPII of Desmoplakin O5=} I 1

ZNF316 A303-249A Band A Isoform 7 of Deleted in tumors 1 protein 0S=Homo sapiens GN=DMBT1 - [DMBT1_HUMANI 1

ZNF316 A303-249A Band A Isoform 5 of Double-stran se 05=Homo sapiens GN=ADAR - [DSRAD HUMANI 1

ZNF316 A303-249A Band A Fri N=FZD9 PE=2 SV=1- [FZD9 HUMANI 1

ZNF316 A303-249A Band A Isoform 3 of Glycine recept mo sapiens GN=GLRA2 - [GLRA2 HUMAN] 1

ZNF316 A303-249A Band A Histone H4 05=Homo sapiens GN=HISTIH4A PE=15V=2 - [H4 HUMANI 1

ZNF316 A303-249A Band A Iz kappa chain C region 05=} N=IGKC P 1sv 1-IGKC_ HUMAN] 1

ZNF316 A303-249A Band A ing facte 1

ZNF316 A303-249A Band A Isoform 7 of Interleukin 1

ZNF316 A303-249A Band A Ipha 1

ZNF316 A303-249A Band A Myb-! in 1A 1

ZNF316 A303-249A Band A L

ZNF316 A303-249A Band A Nucleolar complex prote 1

ZNF316 A303-249A Band A Isoform 3 of Nucl indi 1 1

ZNF316 A303-249A Band A P '-hydroxyl-kinase N 1

ZNF316 A303-249A Band A Nucleolar MIF4G domain-« PE=15) 1 Notin Control ]
ZNF316 A303-249A Band A Nuclear orotein I=NUP205 PE=15V=3 - [NU205 HUMANI 1 Not in Control ]
ZNF316 A303-249A Band A Origin I=ORCI PE=15V=2 - [ORC1_ HUMANI 1 Notin Control ]
ZNF316 A303-249A Band A Isoform 2 of Nuclear envelope pore 21 [P121A HUMANI 1 Notin Control ]
ZNF316 A303-249A Band A =PIGR PE=L 5V=4 - [PIGR_HUMANI 1 Not in Control ]
ZNF316 A303-249A Band A Isoform 4of 3 ubiautin-rotein lesse 1 Not in Control ]
ZNF316 A303-249A Band A 1 Not in Control ]
ZNF316 A303-249A Band A £35UMO-orotsin iase RaneP2 1 Notin Control ]
ZNF316 A303-249A Band A Protein 1 Notin Control ]
ZNF316 A303-249A Band A Protein 1 Not in Control ]
ZNF316 A303-249A Band A Superkiller tvity 2-like 2 1 Not in Control ]
ZNF316 A303-249A Band A Structural 1 Notin Control ]
ZNF316 A303-249A Band A SWI/SNE c1 1 Not in Control ]
ZNF316 A303-249A Band A Isoform H of Protein SON 1 Notin Control ]
ZNF316 A303-249A Band A Isoform 3 of Transcriotion elongation factor UPT6H - [SPT6H_HUMANI 1 Not in Control ]
ZNF316 A303-249A Band A Cohesin subunit SA-2 TAG2 PE=15V=3 - [STAG2 HUMANI 1 Notin Control ]
ZNF316 A303-249A Band A Isoform 2 of Testis-expressed seauence 10 protein OS- EX10.- ITEX10 HUI 1 Not in Control ]
ZNF316 A303-249A Band A Isoform 2 of Trinucleotide repeat- e 6A protein I=TNRC6A - [TNR6A HUMAM 1 Notin Control ]
ZNF316 A303-249A Band A “Thyroid hormone receptor-associated protein N=THRAP3 PE=15V=2 - [TR150 HUMANI 1 Not in Control ]
ZNF316 A303-249A Band A Isoform 3 of DBI IF326 - [ZN326 HUMANI 1 Notin Control ]
ZNF316 A303-249A Band A Complement C4-8 05=Homo sapiens GN=CAB 2 PE=4 V= -mvoGmsA HUMAN] 1 Not in Control ]
ZNF316 A303-249A Band A orotein 1-bindi 3 E=15V= -rxoazxa HUMANI 1 Not in Control ]
ZNF316 A303-249A Band A Ig aloha-2 chain C region (Fragment) O Nl \GHAZ PE 15 - 1 Not in Control ]
ZNF316 A303-249A Band A ociated factor 2N NUMAN] 1 Not in Control ]
ZNF316 A303-249A Band A 05=Homo sapiens GN=SEPN1 P sv J-rnskvso HUMAN] 1 Not in Control ]
ZNF316 A303-249A Band A 2527 PE=3 5V=1- [54R300 HUMANI 1 Not in Control ]
ZNF316 A303-249A Band A Stress SV=1-1D6RA73 HUMANI 1 Not in Control ]
ZNF316 A303-249A Band A THO 2 = GN=THOC2 PE-]S =5 - THOY815 HUMANI 1 Not in Control ]
ZNF316 A303-249A Band A Ig lambda-1 chain C iens GN=IGLC1 P HUMANI 1 Notin Control ]
ZNF316 A303-249A Band A Junction plakoglobin (Fragment) = sv 1 lcsmm HUMANI 1 Not in Control ]
ZNF316 A303-249A Band A o zinfinger domain protein SV=1- [J3KPGS_HUMANI 1 Notin Control ]
ZNF316 A303-249A Band A Structural maintenance of svrz-rsmm HUMAN] 1 Not in Control ]
ZNF316 A303-249A Band A urwmuumn-xtrrasmsnu 0s- v J-UBQSM HUMANI 1 Notin Control ]
ZNF316 A303-249A Band A Heat shock protein APlP =15V=1- 131239 HUMANI 1 Not in Control ]
ZNF316 A303-249A Band A Probable ATP-c denendent RNA helicase DDX27. PE=15V=1- [ADAOB7WYHS HUMANI 1 Notin Control ]
ZNF316 A303-249A Band A leomycin hvdrolase OS=Homo sapiens GN=BLMH PE=" u;ms HUMANI 1 Not in Control ]
ZNF316 A303-249A Band A lar protein 11 E=15V=1-[13QR28 HUMANI 1 Notin Control ]
ZNF316 A303-249A Band A FAcTe SSRP1 PE=15V=1 - [EGPPZ7_HUMANI 1 Not in Control ]
ZNF316 A303-249A Band A s0zvme 0= HcmosamensGN-LVZP[ 15v: 1

ZNF316 A303-249A Band A Cilia- and flagella-associated orotein 43 O5=} - [Q5TAG4 HUMANI 1

ZNF316 A303-249A Band A Bcl-2-associated transcription factor 1 SV=1- [HOYF14_ HUMANI 1

ZNF316 A303-249A Band A Histone H3 05=Homo sapiens GN=H3F38 PE=15V=1- [K7EMV3 HUMANI 1

ZNF316 A303-249A Band A Nuclear orotein Nup93 (Fragment) PE 1

ZNF316 A303-249A Band A Glutamine-rich protein 2 (Fragment) ‘GN=QRICH? PE=: sv 1

ZNF316 A303-249A Band A US small nuclear 200 kDa heli 21 1,00
ZNF316 A303-249A Band A hell G 35 7.00
ZNF316 A303-249A Band A Matrin-3 05=Homo sabiens GN=MATR3 v( 12 6.00
ZNF316 A303-249A Band A Scaffold attachment factor 82 2 5.00
ZNF316 A303-249A Band A Isoform Short of i s Homo sapiens GN=HNRNPU - [HNRPU_ HUMANI 28 4.00
ZNF316 A303-249A Band A Joform 2.of Scafold stachment fctor 10 FB - [SAFB1_HUMANI 3 250
ZNF316 A303-249A Band A Isoform 2 of it s GN=PRKDC - [PRKDC_HUMANI 2 1.00




