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	DateTimeField1: 2011-06-26
	TextField1: hSpt5 heterodimerizes with hSpt4 to form the DRB Sensitivity Inducing Factor (DSIF). DSIF play dual roles in elongation. First, in a conjunction with NELF, dephosphorylated state DSIF blocks RNA polymerase II (RNAPII) from shifting from early elongation to productive elongation.  Second, after phosphorylation DSIF continues to associate with elongating RNAPII to facilitate recruitment of factors required for processing of the mRNA.
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	ImageField1: /9j/4AAQSkZJRgABAgECWAJYAAD/4QrWRXhpZgAATU0AKgAAAAgABwESAAMAAAABAAEAAAEaAAUA	TextField9: Analysis of Spt5 ChIP-Seq. confirms specificity of ChIP. A 34% of Spt5 ChIP-Seq peaks (p-value < 1e-10) are found within 1000bp of a RefSeq transcriptional start site (TSS), consistent with the role of Spt5 in blocking RNA polymerase II after early elongation, the majority of peaks are found downstream of the TSS. B  Spt5 peaks overlap directly with cognate negative elongation factor, NELFe, and RNAPII, and downstream of the general transcription factors TFIIB and TBP. C DSIF (Spt4/Spt5) is known to act proximal to the transcriptional start site and travel with elongating RNAPII. Consistent with a role downstream of the start site a significant number of Spt5 ChIP-Seq. peaks are found across RefSeq genes and proximal to the transcriptional end site, compared to NELFe which associates specifically with transcriptional start sites.
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