Spectrum

Name of Protein

Unique Peptide Counts

Fold Enrichment

ILF3_612155_Band A

Isoform 5 of Interleukin enhancer-binding factor 3 0S=Homo sapiens GN=ILF3 - [ILF3_HUMAN]

Not in Control IP

ILF3_612155_Band A

Desmoglein-1 0S=Homo sapiens GN=DSG1 PE=1 SV=2 - [DSG1_HUMAN]

Not in Control IP

ILF3_612155_Band A

Isoform 4 of Nucleolar protein 6 0S=Homo sapiens GN=NOL6 - [NOL6_HUMAN]

Not in Control IP

ILF3_612155_Band A

Protein RRP5 homolog OS=Homo sapiens GN=PDCD11 PE=1 SV=3 - [RRP5_HUMAN]

Not in Control IP

ILF3_612155_Band A

Heat shock cognate 71 kDa protein (Fragment) OS=Homo sapiens GN=HSPA8 PE=1 SV=1 - [E9PN89_HUMAN]

Not in Control IP

ILF3_612155_Band A

Isoform 2 of Histone H2A.V 0S=Homo sapiens GN=H2AFV - [H2AV_HUMAN]

Not in Control IP

ILF3_612155_Band A

Isoform 2 of Acidic leucine-rich nuclear phosphoprotein 32 family member B 0S=Homo sapiens GN=ANP32B - [AN32B_HUMAN]

Not in Control IP

ILF3_612155_Band A

Isoform 2 of Clathrin heavy chain 1 0S=Homo sapiens GN=CLTC - [CLH1_HUMAN]

Not in Control IP

ILF3_612155_Band A

Isoform 5 of Double-stranded RNA-specific adenosine deaminase 0S=Homo sapiens GN=ADAR - [DSRAD_HUMAN]

Not in Control IP

ILF3_612155_Band A

Filaggrin-2 0S=Homo sapiens GN=FLG2 PE=1 SV=1 - [FILA2_HUMAN]

Not in Control IP

ILF3_612155_Band A

Histone H2A type 2-C 0S=Homo sapiens GN=HIST2H2AC PE=1 SV=4 - [H2A2C_HUMAN]

Not in Control IP

ILF3_612155_Band A

Prolactin-inducible protein OS=Homo sapiens GN=PIP PE=1 SV=1 - [PIP_HUMAN]

Not in Control IP

ILF3_612155_Band A

Endoplasmin OS=Homo sapiens GN=HSP90B1 PE=1 SV=1 - [Q96GW1_HUMAN]

Not in Control IP

ILF3_612155_Band A

N-acetyltransferase 10 0S=Homo sapiens GN=NAT10 PE=1 SV=1 - [AOA087WV29_HUMAN]

Not in Control IP

ILF3_612155_Band A

Cadherin-16 OS=Homo sapiens GN=CDH16 PE=1 SV=1 - [AOA0B4J288_HUMAN]

Not in Control IP

ILF3_612155_Band A

U3 small nucleolar RNA-associated protein 14 homolog A (Fragment) OS=Homo sapiens GN=UTP14A PE=1 SV=1 - [X6RJYO_HUMAN]

Not in Control IP

ILF3_612155_Band A

Lysozyme OS=Homo sapiens GN=LYZ PE=1 SV=1 - [F8VV32_HUMAN]

Not in Control IP

ILF3_612155_Band A

Histone H2A (Fragment) OS=Homo sapiens GN=H2AFJ PE=1 SV=1 - [HOYFX9_HUMAN]

Not in Control IP

ILF3_612155_Band A

Trypsin-1 (Fragment) OS=Homo sapiens GN=PRSS1 PE=1 SV=1 - [HOY8D1_HUMAN]

Not in Control IP

ILF3_612155_Band A

Trafficking protein particle complex subunit 9 (Fragment) OS=Homo sapiens GN=TRAPPC9 PE=1 SV=1 - [HOYBRO_HUMAN]

Not in Control IP

ILF3_612155_Band A Protein diaphanous homolog 1 0S=Homo sapiens GN=DIAPH1 PE=1 SV=2 - [H9KV28_HUMAN] 6.00
ILF3_612155_Band A ATP-dependent RNA helicase A 0S=Homo sapiens GN=DHX9 PE=1 SV=4 - [DHX9_HUMAN] 0.60
ILF3_612155_Band A Matrin-3 0S=Homo sapiens GN=MATR3 PE=1 SV=1 - [D6REM6_HUMAN] 0.50
ILF3_612155_Band A Isoform Short of Heterogeneous nuclear ribonucleoprotein U OS=Homo sapiens GN=HNRNPU - [HNRPU_HUMAN] 0.29

ILF3_612155_Band B

Histone H4 OS=Homo sapiens GN=HIST1H4A PE=1 SV=2 - [H4_HUMAN]

Not in Control IP

ILF3_612155_Band B

Complement C3 OS=Homo sapiens GN=C3 PE=1 SV=2 - [CO3_HUMAN]

Not in Control IP

ILF3_612155_Band B

Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=1 - [AOA087WWT3_HUMAN]

Not in Control IP

ILF3_612155_Band B

Isoform 2 of Histone H2A.V OS=Homo sapiens GN=H2AFV - [H2AV_HUMAN]

Not in Control IP

ILF3_612155_Band B

Hemopexin OS=Homo sapiens GN=HPX PE=1 SV=2 - [HEMO_HUMAN]

Not in Control IP

ILF3_612155_Band B

Actin, cytoplasmic 1 (Fragment) OS=Homo sapiens GN=ACTB PE=1 SV=5 - [E7EVS6_HUMAN]

Not in Control IP

ILF3_612155_Band B

Isoform 5 of Interleukin enhancer-binding factor 3 0S=Homo sapiens GN=ILF3 - [ILF3_HUMAN]

Not in Control IP

ILF3_612155_Band B

Isoform 2 of Acidic leucine-rich nuclear phosphoprotein 32 family member B 0S=Homo sapiens GN=ANP32B - [AN32B_HUMAN]

Not in Control IP

ILF3_612155_Band B

Endoplasmin OS=Homo sapiens GN=HSP90B1 PE=1 SV=1 - [Q96GW1_HUMAN]

Not in Control IP

ILF3_612155_Band B

Antithrombin-IIl 0S=Homo sapiens GN=SERPINC1 PE=1 SV=1 - [ANT3_HUMAN]

Not in Control IP

ILF3_612155_Band B

Apolipoprotein A-IV OS=Homo sapiens GN=APOA4 PE=1 SV=3 - [APOA4_HUMAN]

Not in Control IP

ILF3_612155_Band B

Isoform 2 of DNA polymerase theta OS=Homo sapiens GN=POLQ - [DPOLQ_HUMAN]

Not in Control IP

ILF3_612155_Band B

Histone H1t OS=Homo sapiens GN=HIST1H1T PE=2 SV=4 - [H1T_HUMAN]

Not in Control IP

ILF3_612155_Band B

Hypermethylated in cancer 2 protein OS=Homo sapiens GN=HIC2 PE=1 SV=2 - [HIC2_HUMAN]

Not in Control IP

ILF3_612155_Band B

High mobility group protein HMG-I/HMG-Y OS=Homo sapiens GN=HMGA1 PE=1 SV=3 - [HMGA1_HUMAN]

Not in Control IP

ILF3_612155_Band B

Alpha-1-antichymotrypsin OS=Homo sapiens GN=SERPINA3 PE=1 SV=1 - [G3V3A0_HUMAN]

Not in Control IP

ILF3_612155_Band B

Elongation factor 1-alpha 1 OS=Homo sapiens GN=EEF1A1 PE=1 SV=1 - [AOA087WVQ9_HUMAN]

Not in Control IP

ILF3_612155_Band B

Complement factor B (Fragment) OS=Homo sapiens GN=CFB PE=1 SV=1 - [H7C5H1_HUMAN]

Not in Control IP

ILF3_612155_Band B

Protein AMBP (Fragment) OS=Homo sapiens GN=AMBP PE=1 SV=1 - [S4R471_HUMAN]

Not in Control IP

ILF3_612155_Band B

Complement factor H OS=Homo sapiens GN=CFH PE=1 SV=1 - [Q5TFM2_HUMAN]

Not in Control IP

ILF3_612155_Band B

Fibrinogen gamma chain (Fragment) OS=Homo sapiens GN=FGG PE=1 SV=1 - [C9JPQ9_HUMAN]

Not in Control IP

ILF3_612155_Band B

Inter-alpha-trypsin inhibitor heavy chain H1 OS=Homo sapiens GN=ITIH1 PE=1 SV=1 - [FSWAS2_HUMAN]

Not in Control IP

ILF3_612155_Band B

Inter-alpha-trypsin inhibitor heavy chain H4 (Fragment) OS=Homo sapiens GN=ITIH4 PE=1 SV=1 - [H7COL5_HUMAN]

Not in Control IP

ILF3_612155_Band B

Vimentin (Fragment) OS=Homo sapiens GN=VIM PE=1 SV=1 - [Q5JVS8_HUMAN]

Not in Control IP
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ILF3_612155_Band B Splicing factor, proline- and glutamine-rich 0S=Homo sapiens GN=SFPQ PE=1 SV=2 - [SFPQ_HUMAN] 0.50
ILF3_612155_Band B Heat shock protein HSP 90-beta OS=Homo sapiens GN=HSP90AB1 PE=1 SV=4 - [HS90B_HUMAN] 0.33
ILF3_612155_Band B Isoform Short of Heterogeneous nuclear ribonucleoprotein U OS=Homo sapiens GN=HNRNPU - [HNRPU_HUMAN] 21 0.05




