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MS results for lower band (~80 kDa): 

 

Identified Proteins (334) 
Accession 
Number ELF1-1 

ATP-dependent RNA helicase DDX3X OS=Homo sapiens 
GN=DDX3X PE=1 SV=3 DDX3X_HUMAN 19 

Keratin, type II cytoskeletal 1 OS=Homo sapiens GN=KRT1 PE=1 
SV=6 K2C1_HUMAN 18 

Heat shock cognate 71 kDa protein OS=Homo sapiens GN=HSPA8 
PE=1 SV=1 HSP7C_HUMAN 14 

Keratin, type I cytoskeletal 10 OS=Homo sapiens GN=KRT10 
PE=1 SV=6 K1C10_HUMAN 13 

78 kDa glucose-regulated protein OS=Homo sapiens GN=HSPA5 
PE=1 SV=2 GRP78_HUMAN 13 

Keratin, type II cytoskeletal 2 epidermal OS=Homo sapiens 
GN=KRT2 PE=1 SV=2 K22E_HUMAN 12 

Heat shock protein HSP 90-beta OS=Homo sapiens 
GN=HSP90AB1 PE=1 SV=4 HS90B_HUMAN 11 

Moesin OS=Homo sapiens GN=MSN PE=1 SV=3 MOES_HUMAN 10 

Calpain-1 catalytic subunit OS=Homo sapiens GN=CAPN1 PE=1 
SV=1 CAN1_HUMAN 9 

6-phosphofructokinase, liver type OS=Homo sapiens GN=PFKL 
PE=1 SV=6 K6PL_HUMAN 8 

Keratin, type I cytoskeletal 9 OS=Homo sapiens GN=KRT9 PE=1 
SV=3 K1C9_HUMAN 6 

Fermitin family homolog 3 OS=Homo sapiens GN=FERMT3 PE=1 
SV=1 URP2_HUMAN 6 

Interferon-induced GTP-binding protein Mx1 OS=Homo sapiens 
GN=MX1 PE=1 SV=4 MX1_HUMAN 6 

RNA-binding protein 14 OS=Homo sapiens GN=RBM14 PE=1 
SV=2 RBM14_HUMAN 6 

Tyrosine-protein kinase BTK OS=Homo sapiens GN=BTK PE=1 
SV=3 BTK_HUMAN 6 

ETS-related transcription factor Elf-1 OS=Homo sapiens 
GN=ELF1 PE=1 SV=2 ELF1_HUMAN 5 

Trifunctional enzyme subunit alpha, mitochondrial OS=Homo 
ECHA_HUMAN 5 



sapiens GN=HADHA PE=1 SV=2 

Protein kinase C beta type OS=Homo sapiens GN=PRKCB PE=1 
SV=4 KPCB_HUMAN 5 

Nucleolar RNA helicase 2 OS=Homo sapiens GN=DDX21 PE=1 
SV=5 DDX21_HUMAN 4 

Heterogeneous nuclear ribonucleoprotein M OS=Homo sapiens 
GN=HNRNPM PE=1 SV=3 HNRPM_HUMAN 4 

Stress-70 protein, mitochondrial OS=Homo sapiens GN=HSPA9 
PE=1 SV=2 GRP75_HUMAN 4 

2'-5'-oligoadenylate synthase 2 OS=Homo sapiens GN=OAS2 
PE=1 SV=3 OAS2_HUMAN 4 

Myosin-9 OS=Homo sapiens GN=MYH9 PE=1 SV=4 MYH9_HUMAN 3 

DNA replication licensing factor MCM7 OS=Homo sapiens 
GN=MCM7 PE=1 SV=4 MCM7_HUMAN 3 

X-ray repair cross-complementing protein 6 OS=Homo sapiens 
GN=XRCC6 PE=1 SV=2 XRCC6_HUMAN 3 

Signal transducer and activator of transcription 1-alpha/beta 
OS=Homo sapiens GN=STAT1 PE=1 SV=2 STAT1_HUMAN 3 

1,4-alpha-glucan-branching enzyme OS=Homo sapiens GN=GBE1 
PE=1 SV=2 GLGB_HUMAN 3 

Protein kinase C delta type OS=Homo sapiens GN=PRKCD PE=1 
SV=2 KPCD_HUMAN 3 

Heat shock protein 75 kDa, mitochondrial OS=Homo sapiens 
GN=TRAP1 PE=1 SV=3 TRAP1_HUMAN 2 

 

 

MS results for upper band (~100 kDa): 

Identified Proteins (334) 
Accession 
Number ELF1-2 

Endoplasmin OS=Homo sapiens GN=HSP90B1 PE=1 SV=1 ENPL_HUMAN 19 

C-1-tetrahydrofolate synthase, cytoplasmic OS=Homo sapiens 
GN=MTHFD1 PE=1 SV=3 C1TC_HUMAN 17 

Myosin-9 OS=Homo sapiens GN=MYH9 PE=1 SV=4 MYH9_HUMAN 16 

Elongation factor 2 OS=Homo sapiens GN=EEF2 PE=1 SV=4 EF2_HUMAN 14 



Keratin, type II cytoskeletal 1 OS=Homo sapiens GN=KRT1 PE=1 
SV=6 K2C1_HUMAN 12 

ETS-related transcription factor Elf-1 OS=Homo sapiens 
GN=ELF1 PE=1 SV=2 ELF1_HUMAN 8 

Coatomer subunit beta OS=Homo sapiens GN=COPB1 PE=1 
SV=3 COPB_HUMAN 8 

Keratin, type II cytoskeletal 2 epidermal OS=Homo sapiens 
GN=KRT2 PE=1 SV=2 K22E_HUMAN 7 

Coatomer subunit gamma OS=Homo sapiens GN=COPG PE=1 
SV=1 COPG_HUMAN 7 

Keratin, type I cytoskeletal 10 OS=Homo sapiens GN=KRT10 
PE=1 SV=6 K1C10_HUMAN 6 

Keratin, type I cytoskeletal 9 OS=Homo sapiens GN=KRT9 PE=1 
SV=3 K1C9_HUMAN 6 

DNA replication licensing factor MCM6 OS=Homo sapiens 
GN=MCM6 PE=1 SV=1 MCM6_HUMAN 5 

Transitional endoplasmic reticulum ATPase OS=Homo sapiens 
GN=VCP PE=1 SV=4 TERA_HUMAN 5 

Splicing factor, proline- and glutamine-rich OS=Homo sapiens 
GN=SFPQ PE=1 SV=2 SFPQ_HUMAN 5 

Heat shock protein HSP 90-beta OS=Homo sapiens 
GN=HSP90AB1 PE=1 SV=4 HS90B_HUMAN 4 

Staphylococcal nuclease domain-containing protein 1 OS=Homo 
sapiens GN=SND1 PE=1 SV=1 SND1_HUMAN 4 

Ubiquitin-like modifier-activating enzyme 1 OS=Homo sapiens 
GN=UBA1 PE=1 SV=3 UBA1_HUMAN 4 

ATP-dependent RNA helicase DDX54 OS=Homo sapiens 
GN=DDX54 PE=1 SV=2 DDX54_HUMAN 4 

Puromycin-sensitive aminopeptidase OS=Homo sapiens 
GN=NPEPPS PE=1 SV=2 PSA_HUMAN 4 

Myosin-Ig OS=Homo sapiens GN=MYO1G PE=1 SV=1 MYO1G_HUMAN 3 

26S proteasome non-ATPase regulatory subunit 2 OS=Homo 
sapiens GN=PSMD2 PE=1 SV=3 PSMD2_HUMAN 3 

DNA replication licensing factor MCM4 OS=Homo sapiens 
GN=MCM4 PE=1 SV=5 MCM4_HUMAN 3 

Hexokinase-1 OS=Homo sapiens GN=HK1 PE=1 SV=3 HXK1_HUMAN 3 



Methionyl-tRNA synthetase, cytoplasmic OS=Homo sapiens 
GN=MARS PE=1 SV=2 SYMC_HUMAN 2 

Exportin-2 OS=Homo sapiens GN=CSE1L PE=1 SV=3 XPO2_HUMAN 2 

Coronin-7 OS=Homo sapiens GN=CORO7 PE=1 SV=2 CORO7_HUMAN 2 
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