Spectrum Name of Protein Unique Peptide Counts [ Fold
ZNF316_A303-248A_Band A Nucleolar RNA helicase 2 05=Homo sapiens GN=DDX21 PE - [DDX21_HUMAN] 32 Not in Control IP|
ZNF316_A303-248A_Band A DNA 2-alpha OS=Homo sapiens GN=TOP2A PE=1 5V=3 - [TOP2A_HUMAN] 28 Not in Control IP|
ZNF316_A303-248A_Band A| _SWI/SNF-related matrix-associated actin-dependent regulator of chromatin subfamily A member 5 05=Homo sapiens GN=SMARCAS PE=1 5V=1 - [SMCAS_HUMAN] 26 Not in Control IP|
ZNF316_A303-248A_Band A Isoform Short of Antigen KI-67 05=Homo sapiens GN=MKIE7 - [KI67_HUMAN] 2 Not in Control IP|
ZNF316_A303-248A_Band A Isoform 2 of nuclear U-like protein 1 05=Homo sapiens GN=HNRNPUL1 - [HNRL1_HUMAN] 21 Not in Control IP|
ZNF316_A303-248A_Band A Protein ELYS OS=Homo sapiens GN=AHCTF1 PE=1 5V=3 - [ELYS_HUMAN] 19 Not in Control IP|
ZNF316_A303-248A_Band A Protein RRPS homolog OS=Homo sapiens GN=PDCD11 PE=1 5V=3 - [RRP5_HUMAN] 18 Not in Control IP|
ZNF316_A303-248A_Band A Interleukin enhancer-binding factor 3 05=Homo sapiens GN=ILF3 PE=1 5V=3 - [ILF3_HUMAN] 17 Not in Control IP|
ZNF316_A303-248A_Band A Little elongation complex subunit 1 05=Homo sapiens GN=ICE1 PE=1 SV=5 - [ICE1_HUMAN] 16 Not in Control IP|
ZNF316_A303-248A_Band A Splicing factor 38 subunit 1 05=Homo sapiens GN=SF3B1 PE=1 5V=3 - [SF381_HUMAN] 16 Not in Control IP|
ZNF316_A303-248A_Band A Pre-mRNA-processing-splicing factor 8 05=Homo sapiens GN=PRPF8 PE=1 5V=2 - [PRP8_HUMAN] 15 Not in Control IP|
ZNF316_A303-248A_Band A Isoform 2 of intermediary factor 1-beta OS=Homo sapiens GN=TRIM28 - [TIF18_HUMAN] 12 Not in Control IP|
ZNF316_A303-248A_Band A Isoform 2 of Tyrosine-protein kinase BAZ1B 0S=Homo sapiens GN=BAZ1B - [BAZ1B_HUMAN] 11 Not in Control IP|
ZNF316_A303-248A_Band A Apoptotic chromatin inducer in the nucleus 05=Homo sapiens GN=ACIN1 PE=1 5V=1 - [S4R3H4_HUMAN] 11 Not in Control IP|
ZNF316_A303-248A_Band A Isoform 2 of Probable 285 rRNA (cytosine(4447)-C(5)) 05=Homo sapiens GN=NOP2 - [NOP2_HUMAN] 10 Not in Control IP|
ZNF316_A303-248A_Band A HCG2044799 05=Homo sapiens GN=HNRNPUL2-BSCL2 PE=4 SV=1- [H38QZ7_HUMAN] 10 Not in Control IP|
ZNF316_A303-248A_Band A Splicing factor 38 subunit 2 05=Homo sapiens GN=SF3B2 PE=1 5V=1 - [ADAO87WZZ5_HUMAN] 10 Not in Control IP|

ZNF316_A303-248A_Band A

Zinc finger protein 316 05=Homo sapiens GN=ZNF316 PE=1 5V=1 - [ZN316_HUMAN

Not in Control 1P|

ZNF316_A303-248A Band A

U3 small nucleolar RNA-associated protein 14 homolog A 0S=Homo sapiens GN=UTP14A PE=1 V=1 - [UT14A_HUMAN]

Not in Control 1P|

ZNF316_A303-248A Band A

GRIP1-associated protein 1 0S=Homo sapiens GN=GRIPAP1 PE=1 SV=1 - [AOAOB7WT45_HUMAN]

Not in Control 1P|

ZNF316_A303-248A Band A

ZNF316_A303-248A Band A

ZNF316_A303-248A Band A

ZNF316_A303-248A Band A

N 10 05=Homo sapiens GN=NAT10 PE=1 5V=1 - [AOAOB7WV29_HUMAN] Not in Control IP|

Isoform 2 of Mediator of DNA damage checkpoint protein 1 0S=Homo sapiens GN=MDC1 - [MDC1_HUMAN] Not in Control IP|
Isoform 2 of 116 kDa US small nuclear otein component 0S=Homo sapiens GN=EFTUD2 - [U551_HUMAN] Not in Control IP|
T regulator protein BACH1 05=Homo sapiens GN=BACH1 PE=1 5V=2 - [BACH1_HUMAN] Not in Control IP|

ZNF316_A303-248A Band A

adjacent to zinc finger domain protein 1A 05=Homo sapiens GN=BAZ1A PE=1 5V=2 - [BAZIA_HUMAN]

Not in Control 1P|

ZNF316_A303-248A Band A

Pre-mRNA-splicing factor ATP-dependent RNA helicase DHX15 OS=Homo sapiens GN=DHX15 PE=15V=2 - [DHX15_HUMAN]

Not in Control 1P|

ZNF316_A303-248A Band A

Isoform 5 of T activator BRG1 05=Homo sapiens GN=SMARCA - [SMCA4_HUMAN]

Not in Control 1P|

ZNF316_A303-248A Band A

Isoform E of Protein SON 0S=Homo sapiens GN=SON - [SON_HUMAN]

Not in Control 1P|

ZNF316_A303-248A Band A

DNA 1 05=Homo sapiens GN=TOP1 PE=1 5V=2 - [TOP1_HUMAN]

Not in Control 1P|

ZNF316_A303-248A Band A

DNA 2 (Fragment) OS=Homo sapiens GN=TOP2B PE=1 SV=1 - [E9PCY5_HUMAN]

Not in Control 1P|

ZNF316_A303-248A Band A

HEAT repeat-containing protein 1 0S=Homo sapiens GN=HEATR1 PE=1 5V=1 - [Q5T3Q7_HUMAN]

Not in Control 1P|

ZNF316_A303-248A Band A

Little elongation complex subunit 2 05=Homo sapiens GN=ICE2 PE=1 5V=2 - [ICE2_HUMAN]

Not in Control 1P|

ZNF316_A303-248A Band A

Intron-binding protein aquarius 0S=Homo sapiens GN=AQR PE=1 5V=4 - [AQR_HUMAN]

Not in Control 1P|

ZNF316_A303-248A Band A

Isoform 2 of AT-rich interactive domain-containing protein 1A 05=Homo sapiens GN=ARID1A - [ARI1A_HUMAN]

Not in Control 1P|

ZNF316_A303-248A Band A

Isoform 2 of Ribosome biogenesis protein BOP1 0S=Homo sapiens GN=BOP1 - [BOP1_HUMAN]

Not in Control 1P|

ZNF316_A303-248A Band A

Isoform 4 of Nucleolar protein 6 0S=Homo sapiens GN=NOL6 - [NOL6_HUMAN]

Not in Control 1P|

ZNF316_A303-248A Band A

Nucleolin OS=Homo sapiens GN=NCL PE=1 SV=3 - [NUCL_HUMAN]

Not in Control 1P|

ZNF316_A303-248A Band A

Splicing factor 38 subunit 3 05=Homo sapiens GN=SF383 PE=1 5V=4 - [SF383_HUMAN]

Not in Control 1P|

ZNF316_A303-248A Band A

ZNF316_A303-248A Band A

ZNF316_A303-248A Band A

D al-interacting protein 2 05=Homo sapiens GN=DNTTIP2 PE=1 5V=2 - [TDIF2_HUMAN] Not in Control IP|
Thyroid hormone receptor-associated protein 3 05=Homo sapiens GN=THRAP3 PE=1 5V=2 - [TR150_HUMAN] Not in Control IP|
. protein 05=Homo sapiens PE=1 5V=1 - [AOAOB4I2E5_HUMAN] Not in Control IP|

ZNF316_A303-248A Band A

WD repeat-containing protein 36 05=Homo sapiens GN=WDR36 PE=1 5V=1 - [ACAOAOMTBS_HUMAN]

Not in Control 1P|

ZNF316_A303-248A Band A

helicase-DNA-binding protein 7 0S=Homo sapiens GN=CHD? PE=1 5V=3 - [CHD7_HUMAN]

Not in Control 1P|

ZNF316_A303-248A Band A

DNA damage-binding protein 1 0S=Homo sapiens GN=DDB1 PE=1 V=1 - [DDB1_HUMAN]

Not in Control 1P|

ZNF316_A303-248A Band A

Isoform 6 of RNA-binding protein EWS 0S=Homo sapiens GN=EWSR1 - [EWS_HUMAN]

Not in Control 1P|

ZNF316_A303-248A Band A

PH-interacting protein 0S=Homo sapiens GN=PHIP PE=15V=2 - [PHIP_HUMAN]

Not in Control 1P|

ZNF316_A303-248A Band A

Isoform 2 of Pinin 0S=Homo sapiens GN=PNN - [PININ_HUMAN]

Not in Control 1P|

ZNF316_A303-248A Band A

Isoform 2 of RNA-binding protein 28 0S=Homo sapiens GN=RBM28 - [RBIM28_HUMAN]

Not in Control 1P|

ZNF316_A303-248A Band A

Isoform 2 of RRP12-like protein OS=Homo sapiens GN=RRP12 - [RRP12_HUMAN]

Not in Control 1P|

ZNF316_A303-248A Band A

Isoform 2 of Ribosomal RNA processing protein 1 homolog B 0S=Homo sapiens GN=RRP1B - [RRP18_HUMAN]

Not in Control 1P|

ZNF316_A303-248A Band A

Isoform UBF2 of Nucleolar factor 1 05=Homo sapiens GN=UBTF - [UBF1_HUMAN]

Not in Control 1P|

ZNF316_A303-248A Band A

WD repeat-containing protein 3 05=Homo sapiens GN=WDR3 PE=1 5V=1 - WDR3_HUMAN]

Not in Control 1P|

ZNF316_A303-248A Band A

Albumin, isoform CRA_k OS=Homo sapiens GN=ALB PE=1 V=1 - [C9JKR2_HUMAN]

Not in Control 1P|

ZNF316_A303-248A Band A

DNA-directed RNA polymerase OS=Homo sapiens GN=POLR2A PE=1 5V=1 - [AOAOCADGZ0_HUMAN]

Not in Control 1P|

ZNF316_A303-248A Band A

Nuclear mitotic apparatus protein 1 0S=Homo sapiens GN=NUMA1 PE=1 5V=1 - [AOAOS7WY61_HUMAN]

Not in Control 1P|

ZNF316_A303-248A Band A

SAFB-like modulator (Fragment) 0S=Homo sapiens GN=SLTM PE=1 5V=1- [H7C3F4_HUMAN]

Not in Control 1P|

ZNF316_A303-248A Band A

Heat shock protein HSP 90-beta 05=Homo sapiens GN=HSP90AB1 PE=1 5V=4 - [HS90B_HUMAN]

Not in Control 1P|

ZNF316_A303-248A Band A

U3 small nucleolar protein MPP10 0S=Homo sapiens GN=MPHOSPH10 PE=1 5V=2 - [MPP10_HUMAN]

Not in Control 1P|

ZNF316_A303-248A Band A

Nucleolar GTP-binding protein 2 0S=Homo sapiens GN=GNL2 PE=1 5V=1 - [NOG2_HUMAN]

Not in Control 1P|

ZNF316_A303-248A Band A

Nucleolar MIF4G domain-containing protein 1 0S=Homo sapiens GN=NOM1 PE=1 5V=1 - [NOM1_HUMAN]

Not in Control 1P|

ZNF316_A303-248A Band A

Proline-, glutamic acid- and leucine-rich protein 1 0S=Homo sapiens GN=PELP1 PE=1 5V=2 - [PELP1_HUMAN]

Not in Control 1P|

ZNF316_A303-248A Band A

Isoform 2 of E3 ubiquitin-protein ligase RBBP6 OS=Homo sapiens GN=RBBP6 - [RBBP6_HUMAN]

Not in Control 1P|

ZNF316_A303-248A Band A

1soform Short of Splicing factor, proline- and glutamine-rich OS=Homo sapiens GN=SFPQ - [SFPQ_HUMAN]

Not in Control 1P|

ZNF316_A303-248A Band A

Isoform 2 of Testis-expressed sequence 10 protein OS=Homo sapiens GN=TEX10 - [TEX10_HUMAN]

Not in Control 1P|

ZNF316_A303-248A Band A

X-ray repair cross- ing protein 5 05=Homo sapiens GN=XRCC5 PE=1 5V=3 - [XRCC5_HUMAN]

Not in Control 1P|

ZNF316_A303-248A Band A

Probable ATP-dependent RNA helicase DDX27 OS=Homo sapiens GN=DDX27 PE=1 5V=1 - [8726D5_HUMAN]

Not in Control 1P|

ZNF316_A303-248A Band A

ATP-dependent RNA helicase DDX24 0S=Homo sapiens GN=DDX24 PE=1 V=1 - [G3V529_HUMAN]

Not in Control 1P|

ZNF316_A303-248A Band A

NF-kappa-B-repressing factor 0S=Homo sapiens GN=NKRF PE=1 5V=1 - [AOAOB7WXT2_HUMAN]

Not in Control 1P|

ZNF316_A303-248A Band A

DNA-directed RNA polymerase OS=Homo sapiens GN=POLR2B PE=1 5V=2 - [C9J4M6_HUMAN]

Not in Control 1P|

ZNF316_A303-248A Band A

THO complex subunit 2 (Fragment) OS=Homo sapiens GN=THOC2 PE=1 5V=5 - [HOY815_HUMAN]

Not in Control 1P|

ZNF316_A303-248A Band A

Structural of protein 0S=Homo sapiens GN=SMCIA PE=1 5V=2 - [G8JLG1_HUMAN]

Not in Control 1P|

ZNF316_A303-248A Band A

SURP and G-patch domain-containing protein 2 0S=Homo sapiens GN=SUGP2 PE=1 5V=1 - [MOR3F6_HUMAN]

Not in Control 1P|

ZNF316_A303-248A Band A

Probable ATP-dependent RNA helicase DDX10 0S=Homo sapiens GN=DDX10 PE=15V=1- [E9PIF2_HUMAN]

Not in Control 1P|

ZNF316_A303-248A Band A

Activity-dependent neuroprotector homeobox protein OS=Homo sapiens GN=ADNP PE=1 5V=1- [ADNP_HUMAN]

Not in Control 1P|

ZNF316_A303-248A Band A

T regulator protein BACH2 05=Homo sapiens GN=BACH2 PE=1 5V=1- [BACH2_HUMAN]

Not in Control 1P|

ZNF316_A303-248A Band A

Cell division cycle 5-like protein OS=Homo sapiens GN=CDCSL PE=1 5V=2 - [CDC5L_HUMAN]

Not in Control 1P|

ZNF316_A303-248A Band A

Isoform 2 of Centromere protein C 0S=Homo sapiens GN=CENPC - [CENPC_HUMAN]

Not in Control 1P|

ZNF316_A303-248A Band A

Calcium ic reticulum protein OS=Homo sapiens GN=CHERP PE=1 SV=3 - [CHERP_HUMAN]

Not in Control 1P|

ZNF316_A303-248A Band A

Desmoglein-1 0S=Homo sapiens GN=DSG1 PE=1 5V=2 - [DSG1_HUMAN]

Not in Control 1P|

ZNF316_A303-248A Band A

Histone H2B type 1-K 0S=Homo sapiens GN=HIST1H2BK PE=15V=3 - [H2B1K_HUMAN]

Not in Control 1P|

ZNF316_A303-248A Band A

Histone H4 0S=Homo sapiens GN=HIST1H4A PE=1 5V=2 - [H4_HUMAN]

Not in Control 1P|

ZNF316_A303-248A Band A

Importin subunit alpha-8 0S=Homo sapiens GN=KPNA7 PE=1 5V=1 - [IMAS_HUMAN]

Not in Control 1P|

ZNF316_A303-248A Band A

Isoform 4 of Ribosomal biogenesis protein LAS1L OS=Homo sapiens GN=LAS1L - [LAS1L_HUMAN]

Not in Control 1P|

ZNF316_A303-248A Band A

Ligand-dependent nuclear receptor-interacting factor 1 0S=Homo sapiens GN=LRIF1 PE=1 SV=1 - [LRIF1_HUMAN]

Not in Control 1P|

ZNF316_A303-248A_Band A

Isoform 3 of MICAL-like protein 2 0S=Homo sapiens GN=MICALL2 - [MILK2_HUMAN]

Not in Control IP|

ZNF316_A303-248A_Band A

Nucleolar complex protein 3 homolog 0S=Homo sapiens GN=NOC3L PE=1 5V=1 - [NOC3L_HUMAN]

Not in Control IP|

ZNF316_A303-248A_Band A

Nucleolar pre-ribosomal-associated protein 1 0S=Homo sapiens GN=URB1 PE=1 SV=4 - [NPALP_HUMAN]

Not in Control IP|

ZNF316_A303-248A_Band A

Origin recognition complex subunit 1 05=Homo sapiens GN=ORC1 PE=1 SV=2 - [ORC1_HUMAN]

Not in Control IP|

ZNF316_A303-248A_Band A

Isoform 2 of Nuclear envelope pore membrane protein POM 121 05=Homo sapiens GN=POM121 - [P121A_HUMAN]

Not in Control IP|

ZNF316_A303-248A_Band A

Isoform N3 of cAMP-specific 3',5"-cyclic 4D 05=Homo sapiens GN=PDE4D - [PDEAD_HUMAN]

Not in Control IP|

ZNF316_A303-248A_Band A

RNA-binding protein 14 05=Homo sapiens GN=RBM14 PE=1 5V=2 - [RBM14_HUMAN]

Not in Control IP|

ZNF316_A303-248A_Band A

Isoform 4 of Putative RNA-binding protein 15 05=Homo sapiens GN=RBM15 - [RBM15_HUMAN]

Not in Control IP|

ZNF316_A303-248A_Band A

E3 SUMO-protein ligase RanBP2 OS=Homo sapiens GN=RANBP2 PE=1 SV'=2 - [RBP2_HUMAN]

Not in Control IP|

ZNF316_A303-248A_Band A

Isoform 2 of Ribosomal L1 domain-containing protein 1 0S=Homo sapiens GN=RSL1D1 - [RL1D1_HUMAN]

Not in Control IP|

ZNF316_A303-248A_Band A

Isoform 2 of Splicing factor 3A subunit 1 05=Homo sapiens GN=SF3A1 - [SF3A1_HUMAN]

Not in Control IP|

ZNF316_A303-248A_Band A

Structural of protein 3 0S=Homo sapiens GN=SMC3 PE=1 5V=2 - [SMC3_HUMAN]

Not in Control IP|

ZNF316_A303-248A_Band A

FACT complex subunit SPT16 0S=Homo sapiens GN=SUPT16H PE=1 5V=1 - [SP16H_HUMAN]

Not in Control IP|

ZNF316_A303-248A_Band A

Isoform 3 of T iption elongation factor SPT6 0S=Homo sapiens GN=SUPT6H - [SPT6H_HUMAN]

Not in Control IP|

ZNF316_A303-248A_Band A

Isoform 3 of U2 snRNP-associated SURP motif-containing protein OS=Homo sapiens GN=U2SURP - [SR140_HUMAN]

Not in Control IP|

ZNF316_A303-248A_Band A

Serine/arginine repetitive matrix protein 2 05=Homo sapiens GN=SRRM2 PE=1 SV=2 - [SRRM2_HUMAN]

Not in Control IP|

ZNF316_A303-248A_Band A

Cohesin subunit SA-2 05=Homo sapiens GN=STAG2 PE=1 5V=3 - [STAG2_HUMAN]

Not in Control IP|

ZNF316_A303-248A_Band A

Pre-mRNA-splicing factor SYF1 0S=Homo sapiens GN=XAB2 PE=1 SV=2 - [SYF1_HUMAN]

Not in Control IP|

ZNF316_A303-248A_Band A

Isoform 2 of Tri ide repeat-containing gene 6A protein 0S=Homo sapiens GN=TNRC6A - [TNR6A_HUMAN]

Not in Control IP|

ZNF316_A303-248A_Band A

Isoform 2 of DNA repair protein ing XP-C cells 05=Homo sapiens GN=XPC - [XPC_HUMAN]

Not in Control IP|

ZNF316_A303-248A_Band A

Isoform 2 of 53 2 05=Homo sapiens GN=XRN2 - [XRN2_HUMAN]

Not in Control IP|

ZNF316_A303-248A_Band A

breakpoint family member 12 05=Homo sapiens GN=NBPF12 PE=4 SV=1 - [AOAOS7WUF1_HUMAN]

Not in Control IP|

nuclear ri in R 0S=Homo sapiens GN=HNRNPR PE=1 V=1 - [B4DT28_HUMAN]

Not in Control IP|

ZNF316_A303-248A_Band A

ZNF316_A303-248A_Band A C C4-B 05=Homo sapiens GN=C4B_2 PE=4 SV=1 - [ADA0G2JL54_HUMAN] Not in Control IP|
ZNF316_A303-248A_Band A domain-associated protein (Fragment) O5=Homo sapiens GN=TRRAP PE=1 SV=1 - [HOYAW2_HUMAN] Not in Control IP|
ZNF316_A303-248A_Band A Nucleolar and coiled-body 1 05=Homo sapiens GN=NOLC1 PE=15V=1 - [S4R341_HUMAN] Not in Control IP|
ZNF316_A303-248A_Band A [§ in-helicase-DNA-binding protein 4 05=Homo sapiens GN=CHD4 PE=1 5V=1 - [F5GWX5_HUMAN] Not in Control IP|

ZNF316_A303-248A_Band A

ESF1 homolog OS=Homo sapiens GN=ESF1 PE=1 SV=1 - [AOAO87WX71_HUMAN]

Not in Control IP|

ZNF316_A303-248A_Band A

ATPase family AAA domain-containing protein 28 (Fragment) OS=Homo sapiens GN=ATAD2B PE=1 5V=2 - [C9JG15_HUMAN]

Not in Control IP|

ZNF316_A303-248A_Band A

Transducin beta-like protein 3 0S=Homo sapiens GN=TBL3 PE=1 SV=1 - [AOAO87WYP7_HUMAN]

Not in Control IP|

ZNF316_A303-248A_Band A

Zinc finger and SCAN domain-containing protein 32 (Fragment) OS=Homo sapiens GN=ZSCAN32 PE=4 5V=1 - [I3L1K0_HUMAN]

Not in Control IP|

ZNF316_A303-248A_Band A

B (Fragment) 0S=Homo sapiens GN=UBB PE=1 SV=1 - [J3Q5A3_HUMAN]

Not in Control IP|

ZNF316_A303-248A_Band A

Heterogeneous nuclear ri in M (Fragment) OS=Homo sapiens GN=HNRNPM PE=1 SV=1 - [M0QY96_HUMAN]

Not in Control IP|

ZNF316_A303-248A_Band A

ZNF316_A303-248A_Band A

Centrosomal protein of 120 kDa (Fragment) 0S=Homo sapiens GN=CEP120 PE=1 SV=2 - [D6REX9_HUMAN]

Not in Control IP|

Replication factor C subunit 1 (Fragment) O5=Homo sapiens GN=RFC1 PE=1 SV=1 - [HOY8U4_HUMAN]

Not in Control IP|

ZNF316_A303-248A_Band A

Ig gamma-1 chain C region (Fragment) OS=Homo sapiens GN=IGHG1 PE=1 SV'=1 - [AOAOAOMS07_HUMAN]

Not in Control IP|

ZNF316_A303-248A_Band A

Cysteine-rich secretory protein LCCL domain-containing 2 (Fragment) OS=Homo sapiens GN=CRISPLD2 PE=1 5V=1 - [J3QKP2_HUMAN]

Not in Control IP|

ZNF316_A303-248A_Band A

Telomere-associated protein RIF1 (Fragment) OS=Homo sapiens GN=RIF1 PE=1 SV=1 - [H7BZN3_HUMAN]

Not in Control IP|

ZNF316_A303-248A_Band A

Nuclear pore complex protein Nup93 (Fragment) 0S=Homo sapiens GN=NUP93 PE=1 SV=1 - [H3BMX0_HUMAN]

Not in Control IP|

ZNF316_A303-248A_Band A

(Fragment) OS=Homo sapiens GN=PGD PE=1 5V=1 - [K7ELN_HUMAN]

Not in Control IP|

ZNF316_A303-248A_Band A

and spacing factor 1 (Fragment) 0S=Homo sapiens GN=RSF1 PE=1 SV=1 - [H7C306_HUMAN]

Not in Control IP|

ZNF316_A303-248A_Band A

ZNF316_A303-248A_Band A

ZNF316_A303-248A_Band A

ZNF316_A303-248A_Band A

ZNF316_A303-248A_Band A

ZNF316_A303-248A_Band A

ZNF316_A303-248A_Band A

U5 small nuclear i 200 kDa helicase 0S=Homo sapiens GN=SNRNP200 PE=1 5V=2 - [U520_HUMAN] 23 23.00
Scaffold attachment factor B2 05=Homo sapiens GN=SAFB2 PE=1 SV=1 - [SAFB2_HUMAN] 6 12.00
ATP-dependent RNA helicase A OS=Homo sapiens GN=DHX9 PE=1 SV=4 - [DHX9_HUMAN] 42 8.20

Matrin-3 05=Homo sapiens GN=MATR3 PE=1 5V=2 - [MATR3_HUMAN] 15 7.50

Isoform 2 of Scaffold attachment factor B1 05=Homo sapiens GN=SAF8 - [SAFB1_HUMAN] 5 5.50

Isoform Short of nuclear ri U 05=Homo sapiens GN=HNRNPU - [HNRPU_HUMAN] 33 4.71
Isoform 2 of DNA-dependent protein kinase catalytic subunit 0S=Homo sapiens GN=PRKDC - [PRKDC_HUMAN] 5 4.00




