pectrum Name of Protein Unique Peptide Counts old Enrichm
Z8T85_A304-063A_Ban: d component of pyruvate complex, 05=Homo sapiens GN=DLAT PE=1 5V=3 - [0DP2_HUMAN] ot in Contro
Z6T85_A304-063A_Ban: 05=Homo sapiens GN=0GDH PE=" ~[0DO1_HUMANI ot in Contro
Z6T85_A304-063A_Ban: Interleukin enhancer-bmdmgfec(or305 Homo sapiens GN=ILF3 P ot in Contro
Z6T85_A304-063A_Ban: 1 regulatory subunit 10 0 SV=1- [PPIRA_HUMAN] ot in Contro
76785 A304-063A Ban: Thyroid hormone receptor-associated protein 3 O5=Homo saplens G SV=2 - [TR150_HUMAN] ot in Contro

A
A
A
A
A
A_|isoform Short of RNA-binding protein FUS OS=Homo sapiens GN=FUS - [FUS_HUMAN] 12 Not in Control IP
A |insulin-like growth factor 2 mRNA-binding protein 1 0S=Homo sapiens GN=IGF28P1 PE=1 V=2 - [IF281_HUMAN] 10 Not in Control IP
A_|Cleavage and pecificity factor subunit 6 05=Homo sapiens GN=CPSF6 PE=1 5V=1 - [F8WIN3_HUMAN] 9 Not in Control IP
A lomo sapiens GN=DDX5 PE=1 SV=1 - I3KTA4_HUMAN] 9 otin Control |
A =NCL PE=1 SV=3 - [NUCL_HUMAN] 8 ot in Contro
A 200 kDa helicase 05=Homo sapiens GN=SNRNP200 PE: 2-[U520_HUMAN] 7 ot in Contro
A_|isoform 2 of 116 kDa US small nuclear component 0S=Homo sapiens GN=EFTUD2 - [U551_HUMAN] 7 ot in Contro
A_|isoform 3 of TOX high mobility group box family member 4 05=Homo sapiens GN=TOX4 - [TOX4_HUMAN] ot in Contro
A_|Pre-mRNA-splicing factor ATP-dependent RNA helicase DHX15 OS=Homo sapiens GN=DHX15 PE=1 5V=2 - [DHX15_HUMAN] ot in Contro
A_|isoform 2 of Pinin O5=Homo sapiens G - [PININ_HUMAN] ot in Contro
A_isoform 5 of Double-stranded RNA-specific ad deaminase O5=Homo sapiens GN=ADAR - [DSRAD_HUMAN] Not in Control |
A_|isoform 2 of Melanoma inhibitory activity protein 3 0S=Homo sapiens GN=MIA3 - [MIA3_HUMAN] 5 Not in Control IP
A_Band A__|Splicing factor 38 subunit 2 05=Homo sapiens GN=5F382 PE=1 5V=1 - [ADAOB7WZZ5_HUM) 5 Not in Control IP
A_Band A__|TATA-binding protein-associated factor 2N O5=Homo sapiens GN=TAF15 PE=1 5V=1 - [AOAO7587D9_HUMAN] ot in Contro
A_Band A__|[Zinc finger and BTB d 5 0S=Homo sapiens GN=ZBTB5 PE=1 5V=1- [Z8TB5_HUMAN] otin Control
A_Band A__|Isoform 2 of ATP-dependent RNA helicase DDX1 0S=Homo sapiens GN=DDX1 - [DDX1_HUMAN] ot in Contro
A_Band A__|Isoform 2 of Hypoxia up-regulated protein 1 05=Homo sapiens GN=HYOU1 - [HYOU1_HUMAN] ot in Contro
A_Band A__|Isoform 3 of 3 05=Homo sapiens GN=DROSHA - [RNC_HUMANI ot in Contro
A _BandA__|DN 105=Homo sapiens GN=TOP1 PE=1 5V=2 - [TOP1_HUMAN] ot in Contro
A _Band A component 1 (Fragment) OS=Homo sapiens GN=PSPC1 PE=1 5V=1- [X6RDA4_HUMAN] 4 ot in Contro
A |Apoptotic chror inducer in the nucleus O5=Homo sapiens GN=ACINI PE=1 5V=1 - [54R3H4_HUMAN] 7 Not in Control |
A_|ATP-dependent RNA helicase DDX3X 05=Homo sapiens Gt Sv=1- [ADADDQSFB! HUMAN] ) Not in Control IP
A binding protein O5=Homo sapiens GN=PABPCI PE=1 5V=1 - [AOAOB7TWTT. AN 4 Not in Control IP
A_|ATP-dependent RNA helicase DDX50 0S=Homo sapiens GN=DDX50 PE=1 5V=1 - [DDX50, HUMAN] otin Control |
A |Insulin-like growth factor 2 mRNA-binding protein 3 OS=Homo sapiens GN=IGF2BP3 PE=1 SV=2 - [IF283_HUMAN] ot in Contro
A_|Cell division cycle 5-like protein OS=Homo sapiens GN=CDC5L PE=15V=2 - [CDC5L_HUMAN] ot in Contro
A_[isoform 3 of Putative ATP-dependent RNA helicase DHX30 OS-! =DHX30 - [DHX30_HUMAN] ot in Contro
A_|Pre-mRNA-processing splicing factor 8 05=Homo sapiens - [PRPS_HUMAN] ot in Contro
A_[splicing factor 38 subunit 3 05=Homo sapiens GN=5F383 PE=15V=4 - [SFSBLHUMAN] ot in Contro
A__[isoform 2 of Probable ATP-dependent RNA helicase DDX17 OS=Homo sapiens GN=DDX17 - [DDX17_HUMAN] ot in Contro
A_|Cleavage and specificity factor subunit 2 05=Homo sapiens GN=CPSF2 PE=1 5V=2 - [CPSF2_HUMAN] 2 Not in Control IP
A_|isoform 11 of Homeobox protein cut-like 1 05=Homo sapiens GN=CUX1 - [CUX1_HUMAN] 2 Not in Control IP
A_|Probable ATP-dependent RNA helicase DDX23 O ‘GN=DDX23 PE=1 5V=3 - [DDX23_HUMAN] Not in Control IP
A_|Desmoglein-1 05=Homo sapiens GN=DSG1 PE=1 5V=2 - [DSG1_HUMAN] otin Control |
A_|isoform 4 of Pre-mRNA 3'-end-processing factor FIP1 05=Homo sapiens GN=FIP1L1 - [FIP1_HUMAN] ot in Contro
A_|Myb-binding protein 1A 0S=Homo sapiens GN=MYBBP1A PE=1 5V=2 - [MBB1A_HUMAN] ot in Contro
A_|Nuclear pore complex protein Nup205 05=Homo sapiens GN=NUP205 PE=1 5V=3 - [NU205_HUMAN] ot in Contro
A__|Poly [ADP-ribose] polymerase 1 0S=Homo sapiens GN=PARP1 PE=1 SV=4 - [PARP1_HUMAN] ot in Contro
A_|isoform 4 of Putative RNA-binding protein 15 05=Homo sapiens GN=RBM15 - [RBM15_HUMANI ot in Contro
A__|[Splicing factor 38 subunit 1 05=Homo sapiens GN=SF3B1 PE=1 V=3 - [SF381_HUMAN] ot in Contro
A repetitive matrix protein 2 05=Homo sapiens GN=SRRM2 PE=1 5V=2 - [SRRM2_HUMAN] 2 Not in Control IP
A_|RNA-binding protein 128 O5=Homo sapiens GN=RBM128 PE=1 5V=2 - [B9ZVT1_HUMAN] 2 Not in Control IP
A__[Albumin, isoform CRA_k O SV=1- [COIKR2_HUMAN] Not in Control IP
A_|Kinesin-like protein OS=Homo sapiens GN=} naa PE=15V=1 - [AOAOCADGP2_HUMAN] otin Control |
A 8 (Fragment) O5=Homo sapiens GN=UBB PE=1 5V=1- [13Q5A3_HUMAN] ot in Contro
A soform 2 of Heat shodk 70 K02 protein 1A 05-Homo szpiens GN-HSPALA - [HST1A_ HUMAN] ot in Contro
A_|isoform 2 of Bcl factor 1 05=Homo sapiens GN=BCLAF1 - [BCLF1_HUMAN] ot in Contro
A protein aquarius 05=Homo sapiens GN=AQR PE=15V=4 - [AQR_HUMAN; ot in Contro
A_|isoform 2 of Ribosome biogenesis protein BOP1 0S=Homo sapiens GN=BOP1 - [OP1_HUMAN] ot in Contro
A_[d helicase-DNA-binding protein 7 05=Homo sapiens GN=CHD7 PE=1 5V=3 - [CHD7_HUMAN] ot in Contro
A__|Calcium homeostasis reticulum protein O5=Homo sapiens GN=CHERP PE=1 5V=3 - [CHERP_HUMAN] 1 Not in Control IP
A_|Cleavage and specificity factor subunit 1 0=Homo sapiens GN=CPSF1 PE=1 V=2 - [CPSFL_HUMAN] 1 Not in Control IP
A_|ATP-dependent RNA helicase DDX18 0S=Homo sapiens GN=DDX18 PE=1 5V=2 - [DDX18_HUMAN] 1 Not in Control IP
A_|Fatty acid synthase OS=Homo sapiens GN=FASN PE=1 5V=3 - [FAS_HUMAN] otin Control |
A_|Histone H28B type 1-K O5=Homo sapiens GN=HISTIH2BK PE=1 5V=3 - [H2B1K_HUMAN] ot in Contro
'A_|Histone H4 O5=Homo sapiens GN=HISTIH4A PE=1 SV=2 - [H4_HUMAN] ot in Contro
A nuclear ribonucleoprotein F 05=Homo sapiens GN=HNRNPF PE=1 5V=3 - [HNRPF_HUMAN] ot in Contro
A_|DNA eplication licensing factor MCM6 05=Homo sapiens GN=MCM6 PE=15V=1- [MCM6_HUMAN] ot in Contro
A of 2-oxogl complex, 05=Homo sapiens GN=DLST PE=1 5V=4 - [0D02_HU ot in Contro
A_[isoform 3 of PAX3- and PAX7-binding protein 1 05=Homo sapiens GN=PAXBP1 - [PAXB1_HUMAN] ot in Contro
A_|Plakophilin-3 O5=Homo sapiens GN=PKP3 PE=1 5V=1 - [PKP3_HUMAN] 1 Not in Control IP
A_|isoform 3 of synthase 1 05=Homo sapiens GN=PTDSS1 - [PTSS1_HUMAN] 1 Not in Control IP
A_|Ran GTPase-activating protein 1 05=Homo sapiens GN=RANGAP1 PE=1 5V=1 - [RAGP1_HUMAN] 1 Not in Control IP
A_|isoform 2 of Ribosomal RNA processing protein 1 homolog B O5=Homo sapiens GN=RRP18 - [RRP18_HUMAN] otin Control |
A_|Protein 5100-A9 05=Homo sapiens GN=S100A9 PE=1 5V=1 - [S10A9_HUMAN] ot in Contro
A_|Isoform 2 of DNA-binding protein SATB2 05=Homo sapiens GN=SATB2 - [SATB2_HUMAN] ot in Contro
A_|Isoform 4 of Splicing factor 1 05=Homo sapiens GN=SF1 - [SFO1_HUMAN ot in Contro
A_|isoform 5 of activator BRG1 05=Homo sapiens GN=SMARCAA - [SMCA4_HUMAN] ot in Contro
A__|SWI/SNF complex subunit SMARCCL OS=Homo sapiens GN=SMARCC1 PE=15V=3 - [SMRC1_HUMAN] ot in Contro
A [isoform 3 of U2 snRNP-associated SURP motif-containing protein O5=Homo sapiens GN=U2SURP - [sR140_HUMAN] ot in Contro
A_|isoform 4 of Signal recognition particle subunit SRP68 05=Homo sapiens GN=SRP68 - [SRP68_HUMAN] 1 Not in Control IP
A_|Pre-mRNA-splicing factor SYF1 O5=Homo sapiens GN=XAB2 PE=15 1 Not in Control IP
A_[Tubviin alpha-16 chain O5=Homo ssplens GN=TUBAL -1 1 Not in Control IP
A protein 11 O GN=TFIP11 PE=15V=1- [TFP11_HUMAN] otin Control |
A_|isoform 2 of Ubinuclein-2 0S=Homo sapiens GN=UBN2 - [UBN2_HUMAN] ot in Contro
A_|isoform 2 of 53" 2 05=Homo sapiens GN=XRN2 - [XRN2_HUMAN] ot in Contro
A_|isoform 2 of YTH domain-containing protein 1 05=Homo sapiens GN=YTHDC1 - [YTDC1_HUMAN] ot in Contro
A_|isoform 3 of Zinc finger CCCH-type antiviral protein 1 05=Homo sapiens GN=2C3HAV1 - [ZCCHV_HUMANI ot in Contro
A_|isoform 3 of DBIRD complex subunit ZNF326 05=Homo sapiens GN=ZNF326 - [ZN326_HUMAN] ot in Contro
A__|Complement C4-B 05=Homo sapiens GN=C4B_2 PE=4 SV=1- [ADAOG2JL54_HUMAN] ot in Contro
A__|RNA-binding protein 39 (Fragment) OS=Homo sapiens G - [Q5QP22_HUMAN] 1 Not in Control IP
A 15V=1- [COIYH9_HUMAN] 1 Not in Control IP
A SV=1- [U3KQ35_HUMAN] 1 Not in Control IP
A - [HOYMMO_HUMAN] otin Control |
A_|NF-kappa-B-repressing factor 0S=Homo sapiens GN=NKRF PE=1 5V=1 - [AOAOB7WXT2_HUMAN] ot in Contro
A_|Far upstream element-binding protein 2 05=Homo sapiens GN=KHSRP PE=1 5V=1- [AOAOB7WTP3_HUMAN] ot in Contro
A nuclear H 05=Homo sapiens GN=HNRNPH1 PE=1 5V=1 - [E9PCY7_HUMAN] ot in Contro
A 10 05=Homo sapiens GN=NATI0 PE=15V=1 - [AOAOB7WV29_HUMAN] ot in Contro
A g gene 68 protein (Fragment) OS=Homo sapiens GN=TNRCGB PE=1 V=1 - [H0Y720_HUMAN] ot in Contro
A Jlunction plakoglobin Fragment) O5=Homo saplens G PE=15V=1- [COJTX4_HUMAN] ot in Contro
A__|Poly(U)-binding:splicing factor PUF60 (Fragment) O5=Homo sapiens GN=PUF60 PE=1 5V=1 - [ESPMU7_HUMAN] 1 Not in Control IP
A |Nuclear pore complex protein Nup160 (Fragment) OS=Homo sapiens GN=NUP160 PE=1 SV=2 - [E9PR16_HUMAN] 1 Not in Control IP
A_[Replication factor C subunit 1 (Fragment) OS=Homo sapiens GN=RFCI PE=1 SV=1 - [HOYBU4_HUMAN] 1 Not in Control IP
A_|SURP and G-patch domain-containing protein 2 0S=Homo sapiens GN=SUGP2 PE=1 5V=1 - [MOR3F6_HUMAN] otin Control |
A_|Protein IGKV1-8 (Fragment) OS=Homo sapiens GN=IGKV1-8 PE=4 SV=1 - [AOAOCADHE7_HUMAN] ot in Contro
A_|Cilia- and flagella-associated protein 43 0S=Homo sapiens GN=CFAPA3 PE=4 SV=1 - [Q5TA04_HUMAN] ot in Contro
A_|SNW domain-containing protein 1 05=Homo sapiens GN=SNW1 PE=1 5V=1 - [G3V4X8_HUMAN] ot in Contro
A_|Nucleolar protein 56 (Fragment) OS=Homo sapiens GN=NOP56 PE=1 5V=1- [HOY653_HUMAN] ot in Contro
A_[Protein virilizer homolog (Fragment) O5=Homo sapiens GN=KIAA1429 PE=1 5V=1 - [HOYBN5_HUMANI ot in Contro
A__|N-glycosylase/DNA lyase (Fragment) O5=Homo sapiens GN=0GG1 PE=1 SV=1 - [H7BXZ1_HUMAN] ot in Contro
A_|Histone H2A (Fragment) OS=Homo sapiens GN=H2AFJ PE=1 5V=1 - [HOYFX9_HUMAN] 1 Not in Control IP
A nuclear C1/C2 (Fragment) OS=Homo sapiens GN=HNRNPC PE=1 SV=1- [G3V2H6_HUMAN] 1 Not in Control IP
A_|zinc finger CCCH domain-containing protein 4 (Fragment) 0S=Homo sapiens GN=ZC3H4 PE=1 SV=1 - [M0QY97_HUMAN] 1 Not in Control IP
A_|zinc finger and BTB domain-containing protein 43 (Fragment) OS=Homo sapiens GN=28TB43 PE=1 5V=5 - [Q5JU97_HUMAN] 1 Not in Control IP
A_|isoform 3 of Bel-2-associated factor 1 05=Homo sapiens GN=BCLAFL - [BCLFL_HUMAN] 1 Not in Control IP
A_|ATP-dependent RNA helicase A O5=Homo sapiens GN=DHX9 PE=1 5V=4 - [DHX3_HUMAN] 33
A nuclear ribonucleoprotein L 0S=Homo sapiens GN=HNRNPL PE=1 5V=2 - [INRPL_HUMAN] 16
A_|Matrin-3 05=Homo sapiens GN=MATRS3 PE=15V=2 - [MATR3_HUMAN] 16
A_|isoform 2 of Scaffold attachment factor B1 O5=Homo sapiens GN=SAFB - [SAFB1_HUMAN] 5
A [isoform 4 of nuclear Q 05=Homo sapiens GN=SYNCRIP - [HNRPQ_HUMAN] )
A_|[Scaffold attachment factor B2 0S=Homo sapiens GN=SAFB2 PE=15V=1- [SAFB2_HUMAN] 3 13.00
A_|[splicing factor, proline- and glutamine-rich OS=Homo sapiens GN=SFPQ PE=1 5V=2 - [SFPQ_HUMAN] 2 11.00
A nuclear R 05=Homo sapiens GN=HNRNPR PE=1 5V=1 - [INRPR_HUMAN] 18 11.00
A__|RNA-binding protein 14 0S=Homo sapiens GN=RBM14 PE=1 5V=2 - [RBM14_HUMAN] 10 1
A_|isoform 4 of nuclear Urlike protein 1 05=Homo sapiens GN=HNRNPULL - [HNRL1_HUMAN] 19
A__|Isoform 2 of Nucleolar RNA helicase 2 0S=Homo sapiens GN=DDX21 - [DDX21_HUMAN] 18
A nuclear 05=Homo sapiens GN=HNRNPM PE=1 5V=1 - [ADAOB7X0X3_HUMAN] 2
A_|isoform 6 of RNA-binding protein EWS O5=Homo sapiens GN=EWSR1 - [EWS_HUMAN] 8
A_|HCG2044799 05=Homo sapiens GN=HNRNPUL2-BSCL2 PE=4 5V=1 - [H38QZ7_HUMAN] 15
A__[x-ray repair cro: protein 5 05=Homo sapiens GN=XRCCS PE=1 5V=3 - [XRCCS_HUMAN] 14 a.
A__|DNA replication licensing factor MCM7 O5=Homo sapiens GN=MCM7 PE=15V=4 - [MCM7_HUMAN] 13 2.00
A_|Heat shock cognate 71 kDa protein O5=Homo sapiens GN=HSPAS PE=1 5V=1 - [EOPKE3_HUMAN] 8 200
A_|X-ray repair cro: protein 6 05=Homo sapiens GN=XRCC6 PE=1 5V=2 - [XRCCE_HUMAN] 7 3.50
A soform Short of nuclear U 05=Homo sapiens GN=HNRNPU - [HNRPU_HUMAN] 37 17
A_|78kDa glucose-regulated protein OS=Homo sapiens GN=HSPAS PE: - [GRP78_HUMAN] 7
A_|[Stress-70 protein, 05=Homo sapiens GN=HSPA PE=1 5V=2 - [GRP75_HUMAN] 9
A_|lg gamma-4 chain C region O5=Homo sapiens GN=IGHG PE=1 5V=1- [IGHG4_HUMAN]
A_|DNATeplication licensing factor MCM4 (Fragment) OS=Homo sapiens GN=MCM4 PE=1 5V=5 - [E5RFJ8_HUMAN]
A_|isoform 5 of Prelamin-A/C OS=Homo sapiens GI A~ [LMNA_HUMAN]
A__|Heat shock protein HSP 90-beta OS=Homo sapiens GN=HSPI0ABI PE=1 5V=4 - [H590B_HUMAN]
_ A_|lg gamma-1 chain C region O5=Homo sapiens GN=IGHG1 PE=15V=1 - )_HUMAN] ] 050
ZBT85_A304-063A_Band A__|Lamin-B1 O5=Homo sapiens GN=LMNB1 PE=1 5V=2 - [LMNBI_HUMAN] 4 033




