Spectrum

Name of Protein

Unique Peptide Counts

Fold Enrichment

ZC3H11A_NB100-74650_Band A

Microtubule cross-linking factor 1 0S=Homo sapiens GN=MTCL1 PE=1 SV=5 - [MTCL1_HUMAN]

19

Not in Control IP|

ZC3H11A_NB100-74650_Band A

Zinc finger CCCH domain-containing protein 11A OS=Homo sapiens GN=ZC3H11A PE=1 SV=3 - [ZC11A_HUMAN]

ZC3H11A_NB100-74650_Band A

Not in Control IP|

Isoform DeltaLf of Lactotransferrin OS=Homo sapiens GN=LTF - [TRFL_HUMAN]

Not in Control IP|

ZC3H11A_NB100-74650_Band A

Tumor suppressor p53-binding protein 1 0S=Homo sapiens GN=TP53BP1 PE=1 SV=2 - [TP53B_HUMAN]

Not in Control IP|

ZC3H11A_NB100-74650_Band A Isoform Short of Splicing factor, proline- and ine-rich 0S=Homo sapiens GN=SFPQ - [SFPQ_HUMAN] Not in Control IP|
ZC3H11A_NB100-74650_Band A Lysozyme C OS=Homo sapiens GN=LYZ PE=1 SV=1 - [LYSC_HUMAN] Not in Control IP|
ZC3H11A_NB100-74650_Band A ATP- RNA helicase A 0S=Homo sapiens GN=DHX9 PE=1 SV=4 - [DHX9_HUMAN] Not in Control IP

ZC3H11A_NB100-74650_Band A

Isoform 6 of RNA-binding protein EWS OS=Homo sapiens GN=EWSR1 - [EWS_HUMAN]

Not in Control IP|

ZC3H11A_NB100-74650_Band A

Isoform 5 of Interleukin enhancer-binding factor 3 0S=Homo sapiens GN=ILF3 - [ILF3_HUMAN]

Not in Control IP|

ZC3H11A_NB100-74650_Band A

Isoform 2 of Sarcoplasmic/endoplasmic reticulum calcium ATPase 2 0S=Homo sapiens GN=ATP2A2 - [AT2A2_HUMAN]

ZC3H11A_NB100-74650_Band A

Not in Control IP|

Statherin 0S=Homo sapiens GN=STATH PE=1 SV=2 - [STAT_HUMAN]

Not in Control IP|

ZC3H11A_NB100-74650_Band A

Nuclear pore complex protein Nup93 (Fragment) OS=Homo sapiens GN=NUP93 PE=1 SV=1 - [H3BM93_HUMAN]

Not in Control IP|

ZC3H11A_NB100-74650_Band A

Actin, cytoplasmic 1 0S=Homo sapiens GN=ACTB PE=1 SV=1 - [ACTB_HUMAN]

Not in Control IP|

ZC3H11A_NB100-74650_Band A

Polyadenylate-binding protein OS=Homo sapiens GN=PABPC1 PE=1 SV=1 - [AOAO87WTT1_HUMAN]

ZC3H11A_NB100-74650_Band A

Not in Control IP|

Isoform 2 of Peroxisomal targeting signal 1 receptor OS=Homo sapiens GN=PEXS - [PEX5_HUMAN]

Not in Control IP|

ZC3H11A_NB100-74650_Band A

Heat shock protein HSP 90-beta 0S=Homo sapiens GN=HSP90AB1 PE=1 SV=4 - [HS90B_HUMAN]

Not in Control IP|

ZC3H11A_NB100-74650_Band A

Heter nuclear ril R OS=Homo sapiens GN=HNRNPR PE=1 SV=1 - [B4DT28_HUMAN]

Not in Control IP|

ZC3H11A_NB100-74650_Band A

Ig gamma-1 chain C region OS=Homo sapiens GN=IGHG1 PE=1 SV=1 - [AOA087X010_HUMAN]

ZC3H11A_NB100-74650_Band A

Not in Control IP|

Ataxin-1-like OS=Homo sapiens GN=ATXN1L PE=1 SV=1 - [ATX1L_HUMAN]

Not in Control IP|

ZC3H11A_NB100-74650_Band A

Isoform 7 of Deleted in malignant brain tumors 1 protein 0S=Homo sapiens GN=DMBT1 - [DMBT1_HUMAN]

ZC3H11A_NB100-74650_Band A

Not in Control IP|

Mastermind-like protein 1 OS=Homo sapiens GN=MAML1 PE=1 SV=3 - [MAML1_HUMAN]

Not in Control IP|

ZC3H11A_NB100-74650_Band A

Not in Control IP|

ZC3H11A_NB100-74650_Band A

Isoform 4 of Myosin-11 0S=Homo sapiens GN=MYH11 - [MYH11_HUMAN]

Protc ase E 0S=Homo sapiens GN=TGM3 PE=1 SV=4 - [TGM3_HUMAN]

Not in Control IP|

ZC3H11A_NB100-74650_Band A

&
40S ribosomal protein $15 0S=Homo sapiens GN=RPS15 PE=1 SV=2 - [K7EM56_HUMAN]

Not in Control IP|

ZC3H11A_NB100-74650_Band A

Zinc finger protein 345 (Fragment) OS=Homo sapiens GN=ZNF345 PE=4 SV=5 - [E9PLT7_HUMAN]

Not in Control IP|

ZC3H11A_NB100-74650_Band A

Trinucleotide repeat-containing gene 6B protein (Fragment) OS=Homo sapiens GN=TNRC6B PE=1 SV=1 - [HOY720_HUMAN]

ZC3H11A_NB100-74650_Band A

Not in Control IP|

Putative ATP- RNA helicase TDRD9 OS=Homo sapiens GN=TDRD9 PE=1 SV=1 - [AOAOC4DFS5_HUMAN]

Not in Control IP|

ZC3H11A_NB100-74650_Band A

Importin subunit beta-1 (Fragment) 0S=Homo sapiens GN=KPNB1 PE=1 SV=5 - [J3QR48_HUMAN]

Not in Control IP|

ZC3H11A_NB100-74650_Band A

Pyruvate carboxylase, mitochondrial 0S=Homo sapiens GN=PC PE=1 SV=1 - [E9P$68_HUMAN]

Not in Control IP|

ZC3H11A_NB100-74650_Band A

4F2 cell-surface antigen heavy chain (Fragment) OS=Homo sapiens GN=SLC3A2 PE=1 SV=1 - [HOYFX4_HUMAN]

ZC3H11A_NB100-74650_Band A

Not in Control IP|

Matrin-3 (Fragment) OS=Homo sapiens GN=MATR3 PE=1 SV=1 - [D6RB45_HUMAN]

Not in Control IP|

ZC3H11A_NB100-74650_Band A

Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=1 - [AOA087WWT3_HUMAN]

Not in Control IP|

ZC3H11A_NB100-74650_Band A Isoform 4 of Heter nuclear r otein U-like protein 1 0S=Homo sapiens GN=HNRNPUL1 - [HNRL1_HUMAN] 21 10.50
ZC3H11A_NB100-74650_Band A Isoform Short of Heterogeneous nuclear ribonucleoprotein U OS=Homo sapiens GN=HNRNPU - [HNRPU_HUMAN] 9 9.00
ZC3H11A_NB100-74650_Band A Isoform 7 of Plectin 0S=Homo sapiens GN=PLEC - [PLEC_HUMAN] 10 0.80
ZC3H11A_NB100-74650_Band A Myosin-9 0S=Homo sapiens GN=MYH9 PE=1 SV=4 - [MYH9_HUMAN] 36 0.75
ZC3H11A_NB100-74650_Band A Isoform DPII of D in OS=Homo sapiens GN=DSP - [DESP_HUMAN] 2 0.50
ZC3H11A_NB100-74650_Band A Myosin-10 OS=Homo sapiens GN=MYH10 PE=1 SV=3 - [MYH10_HUMAN] 9 0.13
ZC3H11A_NB100-74650_Band A Lipoamide ase of branched-chain alpha-keto acid dehydrogenase complex, mitochondrial OS=Homo sapiens GN=DBT PE=1 SV=3 - [0DB2_HUMAN] 16 Not in Control IP|

ZC3H11A_NB100-74650_Band B

Polyadenylate-binding protein OS=Homo sapiens GN=PABPC1 PE=1 SV=1 - [AOAO87WTT1_HUMAN]

ZC3H11A_NB100-74650_Band B

Not in Control IP|

Isoform 2 of Peroxisomal targeting signal 1 receptor OS=Homo sapiens GN=PEXS - [PEX5_HUMAN]

Not in Control IP|

ZC3H11A_NB100-74650_Band B

Isoform 5 of Prelamin-A/C OS=Homo sapiens GN=LMNA - [LMNA_HUMAN]

Not in Control IP|

ZC3H11A_NB100-74650_Band B

Isoform 2 of Peroxisomal membrane protein PEX14 OS=Homo sapiens GN=PEX14 - [PEX14_HUMAN]

Not in Control IP

ZC3H11A_NB100-74650_Band B

Zinc finger CCCH domain-containing protein 11A OS=Homo sapiens GN=2C3H11A PE=1 SV=3 - [ZC11A_HUMAN]

ZC3H11A_NB100-74650_Band B

Not in Control IP|

Isoform Short of RNA-binding protein FUS OS=Homo sapiens GN=FUS - [FUS_HUMAN]

Not in Control IP

ZC3H11A_NB100-74650_Band B

Heterogeneous nuclear ribonucleoprotein L 0S=Homo sapiens GN=HNRNPL PE=1 SV=2 - [HNRPL_HUMAN]

ZC3H11A_NB100-74650_Band B

Not in Control IP|

Isoform 4 of Heter nuclear rif otein U-like protein 1 0S=Homo sapiens GN=HNRNPUL1 - [HNRL1_HUMAN]

Not in Control IP

ZC3H11A_NB100-74650_Band B

Heterogeneous nuclear ribonucleoprotein R OS=Homo sapiens GN=HNRNPR PE=1 5V=1 - [4DT28_HUMAN]

ZC3H11A_NB100-74650_Band B

Not in Control IP|

Ig gamma-1 chain C region OS=Homo sapiens GN=IGHG1 PE=1 SV=1 - [AOA087X010_HUMAN]

Not in Control IP

ZC3H11A_NB100-74650_Band B

Dihydrolipoyllysine-residue succinyltransferase component of 2-oxoglutarate dehydrogenase complex, mitochondrial 0S=Homo sapiens GN=DLST PE=1 5V=4 - [0DO2_HUMAN]

ZC3H11A_NB100-74650_Band B

Not in Control IP|

Isoform 7 of Plectin 0S=Homo sapiens GN=PLEC - [PLEC_HUMAN]

Not in Control IP

ZC3H11A_NB100-74650_Band B

Isoform 2 of Heat shock cognate 71 kDa protein OS=Homo sapiens GN=HSPAS - [HSP7C_HUMAN]

ZC3H11A_NB100-74650_Band B

Not in Control IP|

Isoform 5 of Heter nuclear rif otein Q 0S=Homo sapiens GN=SYNCRIP - [HNRPQ_HUMAN]

Not in Control IP

ZC3H11A_NB100-74650_Band B

Insulin-like growth factor 2 mRNA-binding protein 1 0S=Homo sapiens GN=IGF2BP1 PE=1 SV=2 - [IF2B1_HUMAN]

ZC3H11A_NB100-74650_Band B

Not in Control IP|

Insulin-like growth factor 2 mRNA-binding protein 3 0S=Homo sapiens GN=IGF2BP3 PE=1 SV=2 - [IF2B3_HUMAN]

Not in Control IP

ZC3H11A_NB100-74650_Band B

Isoform 2 of E3 ubiquitin-protein ligase RING1 0S=Homo sapiens GN=RING1 - [RING1_HUMAN]

ZC3H11A_NB100-74650_Band B

Not in Control IP|

Isoform 4 of Metalloreductase STEAP3 OS=Homo sapiens GN=STEAP3 - [STEA3_HUMAN]

Not in Control IP

ZC3H11A_NB100-74650_Band B

Heterogeneous nuclear ribonucleoprotein K (Fragment) 0S=Homo sapiens GN=HNRNPK PE=1 SV=1 - [Q5T6W2_HUMAN]

ZC3H11A_NB100-74650_Band B

Not in Control IP|

nuclear rif otein H (Fragment) OS=Homo sapiens GN=HNRNPH1 PE=1 SV=1 - [HOYB39_HUMAN]

Not in Control IP

ZC3H11A_NB100-74650_Band B

Annexin (Fragment) OS=Homo sapiens GN=ANXA2 PE=1 SV=1 - [HOYMM1_HUMAN]

ZC3H11A_NB100-74650_Band B

Not in Control IP|

Isoform Short of s nuclear ril otein U 0S=Homo sapiens GN=HNRNPU - [HNRPU_HUMAN]

Not in Control IP

ZC3H11A_NB100-74650_Band B

Poly(U)-binding-splicing factor PUF60 (Fragment) OS=Homo sapiens GN=PUF60 PE=1 SV=1 - [E9PMU7_HUMAN]

ZC3H11A_NB100-74650_Band B

Not in Control IP|

Isoform 6 of RNA-binding protein EWS OS=Homo sapiens GN=EWSR1 - [EWS_HUMAN]

Not in Control IP

ZC3H11A_NB100-74650_Band B

Lysozyme C 0S=Homo sapiens GN=LYZ PE=1 SV=1- [LYSC_HUMAN]

Not in Control IP|

ZC3H11A_NB100-74650_Band B

40S ribosomal protein $15 OS=Homo sapiens GN=RPS15 PE=1 SV=2 - [K7EM56_HUMAN]

Not in Control IP

ZC3H11A_NB100-74650_Band B

Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=1 - [AOAO87WWT3_HUMAN]

ZC3H11A_NB100-74650_Band B

Not in Control IP|

Isoform 3 of Arginase-1 0S=Homo sapiens GN=ARG1 - [ARGI1_HUMAN]

Not in Control IP

ZC3H11A_NB100-74650_Band B

Isoform 2 of 60 kDa heat shock protein, mitochondrial OS=Homo sapiens GN=HSPD1 - [CH60_HUMAN]

Not in Control IP|

ZC3H11A_NB100-74650_Band B Isoform 2 of Probable ATP- RNA helicase DDX5 OS=Homo sapiens GN=DDXS5 - [DDX5_HUMAN] Not in Control IP|
ZC3H11A_NB100-74650_Band B Heterogeneous nuclear ribonucleoprotein F 0S=Homo sapiens GN=HNRNPF PE=1 5V=3 - [HNRPF_HUMAN] Not in Control IP
ZC3H11A_NB100-74650_Band B Junction in 0S=Homo sapiens GN=JUP PE=1 SV=3 - [PLAK_HUMAN] Not in Control IP

ZC3H11A_NB100-74650_Band B

Isoform 2 of Heterogeneous nuclear ribonucleoprotein A3 0S=Homo sapiens GN=HNRNPA3 - [ROA3_HUMAN]

ZC3H11A_NB100-74650_Band B

Not in Control IP

E3 ubiquitin/ISG15 ligase TRIM25 OS=Homo sapiens GN=TRIM25 PE=1 SV=2 - [TRI25_HUMAN]

Not in Control IP|

ZC3H11A_NB100-74650_Band B

Interleukin enhancer-binding factor 2 0S=Homo sapiens GN=ILF2 PE=1 5V=1 - [B4DY09_HUMAN]

Not in Control IP

Not in Control IP|

ZC3H11A_NB100-74650_Band B

ATP- RNA helicase DDX3X OS=Homo sapiens GN=DDX3X PE=1 SV=1 - [AOAOD9SFB3_HUMAN]

ZC3H11A_NB100-74650_Band B

TATA-binding protein-associated factor 2N OS=Homo sapiens GN=TAF15 PE=1 SV=1 - [AOA07587D9_HUMAN]

ZC3H11A_NB100-74650_Band B

Not in Control IP

Nucleolin (Fragment) OS=Homo sapiens GN=NCL PE=1 SV=5 - [H7BY16_HUMAN]

Not in Control IP|

ZC3H11A_NB100-74650_Band B

RNA-binding motif protein, X chromosome OS=Homo sapiens GN=RBMX PE=1 SV=1 - [H3BUY5_HUMAN]

ZC3H11A_NB100-74650_Band B

Not in Control IP

Non-POU domain-containing octamer-binding protein (Fragment) OS=Homo sapiens GN=NONO PE=1 SV=5 - [H7C367_HUMAN]

Not in Control IP|

ZC3H11A_NB100-74650_Band B

Cytochrome b-c1 complex subunit 2, mitochondrial (Fragment) OS=Homo sapiens GN=UQCRC2 PE=1 SV=1 - [H3B8P04_HUMAN]

ZC3H11A_NB100-74650_Band B

Not in Control IP

Nicalin (Fragment) OS=Homo sapiens GN=NCLN PE=1 SV=1 - [K7ENM2_HUMAN]

Not in Control IP|

ZC3H11A_NB100-74650_Band B

Polyadenylate-binding protein 2 (Fragment) OS=Homo sapiens GN=PABPN1 PE=1 SV=1 - [HOYJH9_HUMAN]

ZC3H11A_NB100-74650_Band B

Not in Control IP

Tubulin beta-4A chain (Fragment) OS=Homo sapiens GN=TUBB4A PE=1 SV=1 - [MOR1I1_HUMAN]

Not in Control IP|

ZC3H11A_NB100-74650_Band B

Protein TFG (Fragment) OS=Homo sapiens GN=TFG PE=1 SV=1 - [COJUEO_HUMAN]

ZC3H11A_NB100-74650_Band B

Not in Control IP

Galectin-3-binding protein (Fragment) OS=Homo sapiens GN=LGALS3BP PE=1 SV=1 - [K7ES75_HUMAN]

Not in Control IP|

ZC3H11A_NB100-74650_Band B

Heterogeneous nuclear ribonucleoprotein DO (Fragment) OS=Homo sapiens GN=HNRNPD PE=1 SV=5 - [D6RF44_HUMAN]

Not in Control IP

ZC3H11A_NB100-74650_Band B Vimentin OS=Homo sapiens GN=VIM PE=1 SV=4 - [VIME_HUMAN] 22 24.00
ZC3H11A_NB100-74650_Band B Stress-70 protein, mitochondrial 0S=Homo sapiens GN=HSPA9 PE=1 SV=2 - [GRP75_HUMAN] 24 15.00
ZC3H11A_NB100-74650_Band B 78 kDa glucose-regulated protein OS=Homo sapiens GN=HSPAS PE=1 SV=2 - [GRP78_HUMAN] 15 12.00
ZC3H11A_NB100-74650_Band B Actin, cytoplasmic 1 0S=Homo sapiens GN=ACTB PE=1 5V=1 - [ACTB_HUMAN] 13 2.00
ZC3H11A_NB100-74650_Band B Isoform 2 of ATP synthase subunit alpha, mitochondrial 0S=Homo sapiens GN=ATP5AL - [ATPA_HUMAN] 9 2.00
ZC3H11A_NB100-74650_Band B Tubulin alpha-18 chain (Fragment) OS=Homo sapiens GN=TUBA1B PE=1 SV=1 - [F8VRKO_HUMAN] 2 1.00
ZC3H11A_NB100-74650_Band B DST protein OS=Homo sapiens GN=DST PE=1 5V=1 - [Q6PON6_HUMAN] 1 1.00
ZC3H11A_NB100-74650_Band B ATP synthase subunit beta, mitochondrial OS=Homo sapiens GN=ATPSB PE=1 SV=3 - [ATPB_HUMAN] 3 0.50




