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SUZ12 37375 Band A

Polycomb protein SUZ12 0S=Homo sapiens GN=SUZ12 PE=1 5V=3 - [SUZ12_HUMAN]

SUz12 3737S Band A

21

Not in Control IP

Histone-lysine N-methvltransferase EZH2 OS=Homo sapiens GN=EZH2 PE=1 SV=2 - [EZH2 HUMAN]

13

Not in Control IP

SUZ12 37375 Band A

PHD finger protein 19 0S=Homo sapiens GN=PHF19 PE=1 SV=1 - [PHF19_HUMAN]

Not in Control IP

SUZ12 3737S Band A

Isoform 2 of 116 kDa US small nuclear ribonucleoprotein component OS=Homo sapiens GN=EFTUD2 - [USS1 HUMAN]

SUZ12 37375 Band A

Not in Control IP

Splicing factor 3B subunit 1 0S=Homo sapiens GN=SF3B1 PE=1 SV=3 - [SF381_HUMAN]

Not in Control IP

SUZ12 3737S Band A

Isoform 2 of Tubulin alpha-1A chain OS=Homo sapiens GN=TUBA1A - [TBA1A HUMAN]

SUZ12 37375 Band A

Not in Control IP

Eukaryotic translation initiation factor 2-alpha kinase 3 0S=Homo sapiens GN=EIF2AK3 PE=1 SV=3 - [E2AK3_HUMAN]

Not in Control IP

SUz12 3737S Band A

Histone H4 OS=Homo sapiens GN=HIST1H4A PE=1 SV=2 - [H4 HUMAN]

Not in Control IP

SUZ12 37375 Band A

Splicing factor 3B subunit 3 0S=Homo sapiens GN=SF3B3 PE=1 SV=4 - [SF383_HUMAN]

Not in Control IP

SUZ12 3737S Band A

THO complex subunit 1 (Fragment) OS=Homo sapiens GN=THOC1 PE=1 SV=1 - [RAGMN4_HUMAN]

Not in Control IP

SUZ12 37375 Band A

Splicing factor 3B subunit 2 (Fragment) OS=Homo sapiens GN=SF3B2 PE=1 SV=1 - [HOYCG1_HUMAN]

Not in Control IP

SUZ12 3737S Band A

Isoform 2 of Bcl-2-associated transcription factor 1 0S=Homo sapiens GN=BCLAF1 - [BCLF1 _HUMAN]

SUZ12 37375 Band A

Not in Control IP

Isoform H14 of Myeloperoxidase OS=Homo sapiens GN=MPO - [PERM_HUMAN]

Not in Control IP

SUZ12 3737S Band A

Pre-mRNA-processing-splicing factor 8 0S=Homo sapiens GN=PRPF8 PE=1 SV=2 - [PRP8 HUMAN]

SUZ12 37375 Band A

Not in Control IP

Isoform 2 of Pre-mRNA-processing factor 6 0S=Homo sapiens GN=PRPF6 - [PRP6_HUMAN]

Not in Control IP

SUZ12 3737S Band A

Splicing factor 3A subunit 1 OS=Homo sapiens GN=SF3A1 PE=1 SV=1 - [SF3A1 HUMAN]

SUZ12 37375 Band A

Not in Control IP

Thyroid hormone receptor-associated protein 3 0S=Homo sapiens GN=THRAP3 PE=1 5V=2 - [TR150_HUMAN]

Not in Control IP

SUZ12 3737S Band A

Vimentin OS=Homo sapiens GN=VIM PE=1 SV=1 - [BOYJC4 HUMAN]

SUZ12 37375 Band A

Not in Control IP

binding protein (Fragment) OS=Homo sapiens GN=PABPC4 PE=1 SV=1 - [HOYSF5_HUMAN]

Not in Control IP

SUZ12 3737S Band A

Calcium homeostasis endoplasmic reticulum protein OS=Homo sapiens GN=CHERP PE=1 SV=3 - [CHERP_HUMAN]

Not in Control IP

SUZ12 37375 Band A Cleavage and ion specificity factor subunit 1 0S=Homo sapiens GN=CPSF1 PE=1 SV=2 - [CPSF1_HUMAN] Not in Control IP
SUZ12 37375 Band A Cleavage and polyadenylation specificity factor subunit 2 0S=Homo sapiens GN=CPSF2 PE=1 SV=2 - [CPSF2_HUMAN] Not in Control IP
SUZ12 37375 Band A ATP. RNA helicase A OS=Homo sapiens GN=DHX9 PE=1 SV=4 - [DHX9_HUMAN] Not in Control IP

SUZ12 3737S Band A

Isoform 5 of Histone-lysine N-methyltransferase EZH1 OS=Homo sapiens GN=EZH1 - [EZH1 HUMAN]

SUZ12 37375 Band A

Not in Control IP

Isoform 2 of Protein Jumonji OS=Homo sapiens GN=JARID2 - JARD2_HUMAN]

Not in Control IP

SUZ12 3737S Band A

Protein Red OS=Homo sapiens GN=IK PE=1 SV=3 - [RED_HUMAN]

Not in Control IP

SUZ12 37375 Band A

THO complex subunit 2 0S=Homo sapiens GN=THOC2 PE=1 SV=1 - [AOA0C4DG98 HUMAN]

Not in Control IP

SUZ12 3737S Band A

Matrin-3 (Fragment) OS=Homo sapiens GN=MATR3 PE=1 SV=1 - [D6R991 HUMAN]

SUZ12 37375 Band A

Not in Control IP

Apoptotic ion inducer in the nucleus OS=Homo sapiens GN=ACIN1 PE=1 SV=1 - [G3V3B0_HUMAN]

Not in Control IP

SUZ12 3737S Band A

Isoform 3 of Sarcoplasmic/endoplasmic reticulum calcium ATPase 1 OS=Homo sapiens GN=ATP2A1 - [AT2A1 HUMAN]

SUZ12 37375 Band A

Not in Control IP

Coiled-coil domain-containing protein 9 0S=Homo sapiens GN=CCDC9 PE=1 SV=1 - [CCDCY_HUMAN]

Not in Control IP

SUZ12 3737S Band A

Cell division cycle 5-like protein 0S=Homo sapiens GN=CDCS5L PE=1 SV=2 - [CDC5L_HUMAN]

SUZ12 37375 Band A

Not in Control IP

Pre-mRNA-splicing factor ATP- RNA helicase DHX15 OS=Homo sapiens GN=DHX15 PE=1 SV=2 - [DHX15 HUMAN]

Not in Control IP

SUZ12 37375 Band A

Desmoglein-1 0S=Homo sapiens GN=DSG1 PE=1 SV=2 - [DSG1_HUMAN]

SUZ12 37375 Band A

Not in Control IP

Pre-mRNA 3'-end-processing factor FIP1 0S=Homo sapiens GN=FIP1L1 PE=1 SV=1 - [FIP1_HUMAN]

Not in Control IP

SUZ12 37375 Band A

Isoform 5 of Heterogeneous nuclear ribonucleoprotein Q OS=Homo sapiens GN=SYNCRIP - [HNRPQ_HUMAN]

SUZ12 37375 Band A

Not in Control IP

Isoform 2 of Metal-response element-binding transcription factor 2 0S=Homo sapiens GN=MTF2 - [MTF2_HUMAN]

Not in Control IP

SUZ12 37375 Band A

Nuclear cap-binding protein subunit 1 0S=Homo sapiens GN=NCBP1 PE=1 SV=1 - [NCBP1_HUMAN]

SUZ12 37375 Band A

Not in Control IP

protein Nkx-2.1 0S=Homo sapiens GN=NKX2-1 PE=1 SV=1 - [NKX21 HUMAN]

Not in Control IP

SUZ12 37375 Band A

Isoform 4 of Putative RNA-binding protein 15 0S=Homo sapiens GN=RBM15 - [RBM15_HUMAN]

SUZ12 37375 Band A

Not in Control IP

RIMS-binding protein 2 0S=Homo sapiens GN=RIMBP2 PE=1 SV=3 - [RIMB2_HUMAN]

Not in Control IP

SUZ12 37375 Band A

Pre-mRNA-splicing factor SLU7 OS=Homo sapiens GN=SLU7 PE=1 SV=2 - [SLU7_HUMAN]

SUZ12 37375 Band A

Not in Control IP

SWI/SNF complex subunit SMARCC1 OS=Homo sapiens GN=SMARCC1 PE=1 SV=3 - [SMRC1_HUMAN]

Not in Control IP

SUZ12 37375 Band A

Pre-mRNA-splicing factor SYF1 0S=Homo sapiens GN=XAB2 PE=1 SV=2 - [SYF1_HUMAN]

Not in Control IP

SUZ12 37375 Band A D i terminal-interacting protein 2 0S=Homo sapiens GN=DNTTIP2 PE=1 SV=2 - [TDIF2_HUMAN] Not in Control IP
SUZ12 37375 Band A Isoform DeltaLf of Lactotransferrin OS=Homo sapiens GN=LTF - [TRFL_HUMAN] Not in Control IP
SUZ12 37375 Band A X-ray repair cross- ing protein 5 0S=Homo sapiens GN=XRCC5 PE=1 SV=3 - [XRCC5_HUMAN] Not in Control IP

SUZ12 37375 Band A

Isoform 2 of 5'-3' exoribonuclease 2 0S=Homo sapiens GN=XRN2 - [XRN2_HUMAN]

SUZ12 37375 Band A

Not in Control IP

Isoform 2 of Zinc finger CCCH domain-containing protein 18 0S=Homo sapiens GN=ZC3H18 - [ZCH18 HUMAN]

Not in Control IP

SUZ12 37375 Band A

Isoform 2 of Zinc finger protein 143 OS=Homo sapiens GN=ZNF143 - [ZN143_HUMAN]

Not in Control IP

SUZ12 37375 Band A

HCG2044799 0S=Homo sapiens GN=HNRNPUL2-BSCL2 PE=4 SV=1 - [H3BQZ7_HUMAN]

Not in Control IP

SUZ12 37375 Band A

TATA-binding protein-associated factor 2N OS=Homo sapiens GN=TAF15 PE=1 SV=1 - [AOA075B7D9_HUMAN]

SUZ12 3737S Band A

Not in Control IP

Centrosomal protein of 89 kDa 0S=Homo sapiens GN=CEP89 PE=1 SV=1 - [AOAOC4DGP8 HUMAN]

Not in Control IP|

SUZ12 37375 Band A

Nucleolin (Fragment) OS=Homo sapiens GN=NCL PE=1 SV=5 - [H7BY16_HUMAN]

SUZ12 3737S Band A

Not in Control IP

Zinc finger CCCH d ing protein 14 (Fragment) OS=Homo sapiens GN=ZC3H14 PE=1 SV=1 - [G3V4R5 _HUMAN]

Not in Control IP|

SUZ12 37375 Band A

Interleukin enhancer-binding factor 3 (Fragment) OS=Homo sapiens GN=ILF3 PE=1 SV=1 - [K7EQR9_HUMAN]

SUZ12 3737S Band A

Not in Control IP

DNA replication licensing factor MCM4 (Fragment) OS=Homo sapiens GN=MCM4 PE=1 SV=5 - [ESRFI8 HUMAN]

Not in Control IP|

SUZ12 37375 Band A

Replication factor C subunit 1 (Fragment) OS=Homo sapiens GN=RFC1 PE=1 SV=1 - [H0Y8U4_HUMAN]

SUZ12 3737S Band A

Not in Control IP

Serrate RNA effector molecule homolog (Fragment) OS=Homo sapiens GN=SRRT PE=1 SV=1 - [H7C3A1 HUMAN]

Not in Control IP|

SUZ12 37375 Band A

SNW domain-containing protein 1 (Fragment) OS=Homo sapiens GN=SNW1 PE=1 SV=1 - [G3V5R3_HUMAN]

Not in Control IP
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SUZ12 37375 Band A Coiled-coil domai ining protein 93 OS=Homo sapiens GN=CCDC93 PE=1 SV=1 - [FSW9X7_HUMAN] Not in Control IP
SUZ12 37375 Band A Isoform 2 of Heterogeneous nuclear ribonucleoprotein M 0S=Homo sapiens GN=HNRNPM - [HNRPM_HUMAN] 5.00
SUZ12 37375 Band A Isoform Short of Heterogeneous nuclear r in U 0S=Homo sapiens GN=HNRNPU - [HNRPU_HUMAN] 4.00
SUZ12 37375 Band A Isoform 3 of Heterogeneous nuclear ribonucleoprotein U-like protein 1 0S=Homo sapiens GN=HNRNPULL - [HNRLL_HUMAN] 3.00
SUZ12 37375 Band A Junction in 05=Homo sapiens GN=JUP PE=1 SV=3 - [PLAK_HUMAN] 2.00
SUZ12 37375 Band A Actin, cytoplasmic 1 0S=Homo sapiens GN=ACTB PE=1 5V=1 - [ACTB_HUMAN] 2.00
SUZ12 37375 Band A Isoform 2 of Probable ATP- RNA helicase DDX17 OS=Homo sapiens GN=DDX17 - [DDX17_HUMAN] 2.00
SUZ12 37375 Band A Isoform 2 of Probable ATP-dependent RNA helicase DDX5 OS=Homo sapiens GN=DDX5 - [DDX5_HUMAN] 2.00
SUZ12 37375 Band A nuclear ri in R OS=Homo sapiens GN=HNRNPR PE=1 SV=1 - [B4DT28 HUMAN] 1.00
SUz12 37375 Band A| _Dolichyl-diphosphooligosaccharide--protein glycosyltransferase subunit 1 0S=Homo sapiens GN=RPN1 PE=1 SV=1 - [RPN1_HUMAN] 1.00
SUZ12 37375 Band A X-ray repair ci ing protein 6 0S=Homo sapiens GN=XRCC6 PE=1 SV=1 - [B1AHCO_HUMAN] 1.00
SUZ12 37375 Band A Isoform 2 of Insulin-like growth factor 2 mRNA-binding protein 1 0S=Homo sapiens GN=IGF2BP1 - [IF2B1_HUMAN] 1.00
SUZ12 37375 Band A Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=1 - [AOAOS7WWT3_HUMAN] 1.00
SUZ12 37375 Band A Heat shock 70 kDa protein 1A OS=Homo sapiens GN=HSPA1A PE=1 SV=1- [HS71A_HUMAN] 0.71
SUZ12 37375 Band A Isoform Short of RNA-binding protein FUS 0S=Homo sapiens GN=FUS - [FUS_HUMAN] 0.67
SUZ12 37375 Band A Lamin-B1 OS=Homo sapiens GN=LMNB1 PE=1 5V=2 - [LMNB1_HUMAN] 0.50
SUZ12 37375 Band A Stress-70 protein, mitochondrial 0S=Homo sapiens GN=HSPA9 PE=1 SV=2 - [GRP75_HUMAN] 17 0.41
SUZ12 37375 Band A Heat shock cognate 71 kDa protein OS=Homo sapiens GN=HSPA8 PE=1 SV=1 - [HSP7C_HUMAN] 10 0.40
SUZ12 37375 Band A Isoform 6 of RNA-binding protein EWS 05=Homo sapiens GN=EWSR1 - [EWS_HUMAN] 3 0.33
SUZ12 37375 Band A Prelamin-A/C OS=Homo sapiens GN=LMNA PE=1 SV=1 - [[MNA_HUMAN] 8 0.29
SUZ12 37375 Band A 78 kDa glucose-regulated protein OS=Homo sapiens GN=HSPAS PE=1 SV=2 - [GRP78_HUMAN] 7 0.29
SUZ12 37375 Band A Heat shock protein HSP 90-beta OS=Homo sapiens GN=HSP90AB1 PE=1 SV=4 - [HS90B_HUMAN] 6 0.17




