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Validation 1:  Immunoblot/immunoprecipitation with sc-150 (CEBP β ) 

Arrow indicates band consistent with expected size (~40 kD) of 
CEBP β in nuclear lysates from (left to right): K562, GM12878, 

HeLaS3, and HepG2 cell lines. 
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Arrow indicates immunoprecipitated band of expected size from 
HeLa S3 nuclear lysates.  Lane 1= HeLa S3 nuclear lysate, Lane 
2= supernatant from HeLa S3 immunoprecipitation (IP), Lane 3= 
bound material from HeLa S3 IP, Lane 4= bound material from 

control IgG IP from HeLa S3. 
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Figure 2.  Mo#f consensus sequences and posi#on 
weight matrices for highly enriched CEBP/b mo#fs.   

Cell Line Motif Enrichment (log2)
Enrichment p-value                 

(-log10)

Fraction of peaks containing 

motif

HeLa-S3 2.86562 (CEBPB_known5) 5053.02 (CEBPB_known5) 0.37903 (CEBPB_known1)

HepG2 3.3304 (CEBPB_known5) 2358.53 (CEBPB_known5) 0.433258 (CEBPB_known5)

HepG2 (forskolin) 3.36494 (CEBPB_known5) 5209.69 (CEBPB_known5) 0.47111 (CEBPB_known5)

K562 3.24554 (CEBPB_known5) 3812.18 (CEBPB_known5) 0.429311 (CEBPB_known5)

Table 1.  CEBP/b mo#f enrichment.   

CEBP/b_known1 

Posi:on/ 
Consensus 

A  C  G  T 
>CEBPB_known5  C/EBPbeta_transfac_M00117 +


D 0.352941 0.117647 0.235294 0.294118
K 0.117647 0.117647 0.352941 0.411765
V 0.352941 0.235294 0.294118 0.117647
T 0.000000 0.000000 0.058824 0.941176
T 0.000000 0.000000 0.000000 1.000000
R 0.176471 0.000000 0.764705 0.058824
C 0.058824 0.823529 0.117647 0.000000
D 0.352941 0.117647 0.352941 0.176471
H 0.235294 0.470588 0.000000 0.294118
M 0.705882 0.235294 0.058824 0.000000
A 0.882352 0.058824 0.000000 0.058824
Y 0.117647 0.411765 0.117647 0.352941
H 0.176471 0.235294 0.117647 0.470588
N 0.235294 0.294118 0.294118 0.176471

>CEBPB_known1  C/EBP_transfac_M00912 +


N 0.359551 0.213483 0.202247 0.224719
T 0.000000 0.011236 0.000000 0.988764
T 0.011236 0.000000 0.101124 0.887640
D 0.269663 0.022472 0.505618 0.202247
C 0.011236 0.988764 0.000000 0.000000
H 0.426966 0.258427 0.112360 0.202247
H 0.224719 0.393258 0.089888 0.292135
M 0.651685 0.235955 0.056180 0.056180
A 0.764044 0.033708 0.112360 0.089888
B 0.089888 0.269663 0.202247 0.438202
H 0.213483 0.280899 0.157303 0.348315
H 0.303371 0.280899 0.089888 0.325843

Posi:on/ 
Consensus 

A  C  G  T 

CEBP/b_known5 
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