
Spectrum Name of Protein Unique Peptide Counts Fold Enrichment

CSDE1_A303-158A_Band A Isoform 4 of SURP and G-patch domain-containing protein 2 OS=Homo sapiens GN=SUGP2 - [SUGP2_HUMAN] 22 Not in Control IP

CSDE1_A303-158A_Band A Isoform 2 of Cold shock domain-containing protein E1 OS=Homo sapiens GN=CSDE1 - [CSDE1_HUMAN] 21 Not in Control IP

CSDE1_A303-158A_Band A Superkiller viralicidic activity 2-like 2 OS=Homo sapiens GN=SKIV2L2 PE=1 SV=3 - [SK2L2_HUMAN] 17 Not in Control IP

CSDE1_A303-158A_Band A Zinc finger C3H1 domain-containing protein OS=Homo sapiens GN=ZFC3H1 PE=1 SV=3 - [ZC3H1_HUMAN] 11 Not in Control IP

CSDE1_A303-158A_Band A Isoform Short of RNA-binding protein FUS OS=Homo sapiens GN=FUS - [FUS_HUMAN] 6 Not in Control IP

CSDE1_A303-158A_Band A Isoform 5 of Interleukin enhancer-binding factor 3 OS=Homo sapiens GN=ILF3 - [ILF3_HUMAN] 6 Not in Control IP

CSDE1_A303-158A_Band A N-acetyltransferase 10 OS=Homo sapiens GN=NAT10 PE=1 SV=1 - [A0A087WV29_HUMAN] 5 Not in Control IP

CSDE1_A303-158A_Band A MICOS complex subunit MIC60 (Fragment) OS=Homo sapiens GN=IMMT PE=1 SV=1 - [H7C463_HUMAN] 5 Not in Control IP

CSDE1_A303-158A_Band A ATP-dependent RNA helicase DDX18 OS=Homo sapiens GN=DDX18 PE=1 SV=2 - [DDX18_HUMAN] 4 Not in Control IP

CSDE1_A303-158A_Band A Nucleolin OS=Homo sapiens GN=NCL PE=1 SV=3 - [NUCL_HUMAN] 4 Not in Control IP

CSDE1_A303-158A_Band A SWI/SNF-related matrix-associated actin-dependent regulator of chromatin subfamily A member 5 OS=Homo sapiens GN=SMARCA5 PE=1 SV=1 - [SMCA5_HUMAN] 4 Not in Control IP

CSDE1_A303-158A_Band A Isoform 2 of 116 kDa U5 small nuclear ribonucleoprotein component OS=Homo sapiens GN=EFTUD2 - [U5S1_HUMAN] 4 Not in Control IP

CSDE1_A303-158A_Band A Pre-mRNA-splicing factor ATP-dependent RNA helicase DHX15 OS=Homo sapiens GN=DHX15 PE=1 SV=2 - [DHX15_HUMAN] 3 Not in Control IP

CSDE1_A303-158A_Band A Isoform 3 of Integrator complex subunit 3 OS=Homo sapiens GN=INTS3 - [INT3_HUMAN] 3 Not in Control IP

CSDE1_A303-158A_Band A Splicing factor 3B subunit 1 OS=Homo sapiens GN=SF3B1 PE=1 SV=3 - [SF3B1_HUMAN] 3 Not in Control IP

CSDE1_A303-158A_Band A TATA-binding protein-associated factor 2N OS=Homo sapiens GN=TAF15 PE=1 SV=1 - [A0A075B7D9_HUMAN] 3 Not in Control IP

CSDE1_A303-158A_Band A Protein AATF OS=Homo sapiens GN=AATF PE=1 SV=1 - [AATF_HUMAN] 2 Not in Control IP

CSDE1_A303-158A_Band A Isoform 2 of Tyrosine-protein kinase BAZ1B OS=Homo sapiens GN=BAZ1B - [BAZ1B_HUMAN] 2 Not in Control IP

CSDE1_A303-158A_Band A DNA damage-binding protein 1 OS=Homo sapiens GN=DDB1 PE=1 SV=1 - [DDB1_HUMAN] 2 Not in Control IP

CSDE1_A303-158A_Band A U3 small nucleolar ribonucleoprotein protein MPP10 OS=Homo sapiens GN=MPHOSPH10 PE=1 SV=2 - [MPP10_HUMAN] 2 Not in Control IP

CSDE1_A303-158A_Band A Isoform 2 of Pinin OS=Homo sapiens GN=PNN - [PININ_HUMAN] 2 Not in Control IP

CSDE1_A303-158A_Band A Isoform 2 of Telomere-associated protein RIF1 OS=Homo sapiens GN=RIF1 - [RIF1_HUMAN] 2 Not in Control IP

CSDE1_A303-158A_Band A Isoform 5 of Transcription activator BRG1 OS=Homo sapiens GN=SMARCA4 - [SMCA4_HUMAN] 2 Not in Control IP

CSDE1_A303-158A_Band A Transducin beta-like protein 3 OS=Homo sapiens GN=TBL3 PE=1 SV=2 - [TBL3_HUMAN] 2 Not in Control IP

CSDE1_A303-158A_Band A Deoxynucleotidyltransferase terminal-interacting protein 2 OS=Homo sapiens GN=DNTTIP2 PE=1 SV=2 - [TDIF2_HUMAN] 2 Not in Control IP

CSDE1_A303-158A_Band A DNA topoisomerase 1 OS=Homo sapiens GN=TOP1 PE=1 SV=2 - [TOP1_HUMAN] 2 Not in Control IP

CSDE1_A303-158A_Band A DNA topoisomerase 2-alpha OS=Homo sapiens GN=TOP2A PE=1 SV=3 - [TOP2A_HUMAN] 2 Not in Control IP

CSDE1_A303-158A_Band A Polyubiquitin-B (Fragment) OS=Homo sapiens GN=UBB PE=1 SV=1 - [J3QSA3_HUMAN] 2 Not in Control IP

CSDE1_A303-158A_Band A Isoform 2 of Ribosome biogenesis protein BOP1 OS=Homo sapiens GN=BOP1 - [BOP1_HUMAN] 1 Not in Control IP

CSDE1_A303-158A_Band A Isoform 2 of Crooked neck-like protein 1 OS=Homo sapiens GN=CRNKL1 - [CRNL1_HUMAN] 1 Not in Control IP

CSDE1_A303-158A_Band A Isoform Short of Antigen KI-67 OS=Homo sapiens GN=MKI67 - [KI67_HUMAN] 1 Not in Control IP

CSDE1_A303-158A_Band A Isoform 2 of Nucleolar protein 10 OS=Homo sapiens GN=NOL10 - [NOL10_HUMAN] 1 Not in Control IP

CSDE1_A303-158A_Band A MHC class II regulatory factor RFX1 OS=Homo sapiens GN=RFX1 PE=1 SV=2 - [RFX1_HUMAN] 1 Not in Control IP

CSDE1_A303-158A_Band A Isoform 2 of Ribosomal RNA processing protein 1 homolog B OS=Homo sapiens GN=RRP1B - [RRP1B_HUMAN] 1 Not in Control IP

CSDE1_A303-158A_Band A Protein RRP5 homolog OS=Homo sapiens GN=PDCD11 PE=1 SV=3 - [RRP5_HUMAN] 1 Not in Control IP

CSDE1_A303-158A_Band A Isoform 4 of Splicing factor 1 OS=Homo sapiens GN=SF1 - [SF01_HUMAN] 1 Not in Control IP

CSDE1_A303-158A_Band A Isoform 2 of Splicing factor 3A subunit 1 OS=Homo sapiens GN=SF3A1 - [SF3A1_HUMAN] 1 Not in Control IP

CSDE1_A303-158A_Band A Splicing factor 3B subunit 3 OS=Homo sapiens GN=SF3B3 PE=1 SV=4 - [SF3B3_HUMAN] 1 Not in Control IP

CSDE1_A303-158A_Band A SWI/SNF complex subunit SMARCC1 OS=Homo sapiens GN=SMARCC1 PE=1 SV=3 - [SMRC1_HUMAN] 1 Not in Control IP

CSDE1_A303-158A_Band A Isoform H of Protein SON OS=Homo sapiens GN=SON - [SON_HUMAN] 1 Not in Control IP

CSDE1_A303-158A_Band A FACT complex subunit SPT16 OS=Homo sapiens GN=SUPT16H PE=1 SV=1 - [SP16H_HUMAN] 1 Not in Control IP

CSDE1_A303-158A_Band A Pre-mRNA-splicing factor SYF1 OS=Homo sapiens GN=XAB2 PE=1 SV=2 - [SYF1_HUMAN] 1 Not in Control IP

CSDE1_A303-158A_Band A Isoform UBF2 of Nucleolar transcription factor 1 OS=Homo sapiens GN=UBTF - [UBF1_HUMAN] 1 Not in Control IP

CSDE1_A303-158A_Band A WD repeat-containing protein 75 OS=Homo sapiens GN=WDR75 PE=1 SV=1 - [WDR75_HUMAN] 1 Not in Control IP

CSDE1_A303-158A_Band A Isoform 3 of DBIRD complex subunit ZNF326 OS=Homo sapiens GN=ZNF326 - [ZN326_HUMAN] 1 Not in Control IP

CSDE1_A303-158A_Band A DST protein OS=Homo sapiens GN=DST PE=1 SV=1 - [Q6P0N6_HUMAN] 1 Not in Control IP

CSDE1_A303-158A_Band A Uncharacterized protein OS=Homo sapiens PE=1 SV=1 - [A0A0B4J2E5_HUMAN] 1 Not in Control IP

CSDE1_A303-158A_Band A Heterochromatin protein 1-binding protein 3 (Fragment) OS=Homo sapiens GN=HP1BP3 PE=1 SV=1 - [B0QZK4_HUMAN] 1 Not in Control IP

CSDE1_A303-158A_Band A U3 small nucleolar RNA-associated protein 14 homolog A (Fragment) OS=Homo sapiens GN=UTP14A PE=1 SV=1 - [X6RJY0_HUMAN] 1 Not in Control IP

CSDE1_A303-158A_Band A Nuclear pore complex protein Nup160 (Fragment) OS=Homo sapiens GN=NUP160 PE=1 SV=2 - [E9PR16_HUMAN] 1 Not in Control IP

CSDE1_A303-158A_Band A Olfactory receptor OS=Homo sapiens GN=OR4F15 PE=3 SV=1 - [A0A087WYJ8_HUMAN] 1 Not in Control IP

CSDE1_A303-158A_Band A ATP-dependent RNA helicase DDX50 OS=Homo sapiens GN=DDX50 PE=1 SV=1 - [A0A087WVC1_HUMAN] 1 Not in Control IP

CSDE1_A303-158A_Band A Nucleolar protein 11 (Fragment) OS=Homo sapiens GN=NOL11 PE=1 SV=1 - [J3QR28_HUMAN] 1 Not in Control IP

CSDE1_A303-158A_Band A Importin subunit beta-1 (Fragment) OS=Homo sapiens GN=KPNB1 PE=1 SV=5 - [J3QR48_HUMAN] 1 Not in Control IP

CSDE1_A303-158A_Band A Polyadenylate-binding protein 1 (Fragment) OS=Homo sapiens GN=PABPC1 PE=1 SV=1 - [E5RHG7_HUMAN] 1 Not in Control IP

CSDE1_A303-158A_Band A RNA-binding protein 28 (Fragment) OS=Homo sapiens GN=RBM28 PE=1 SV=1 - [H7C5G8_HUMAN] 1 Not in Control IP

CSDE1_A303-158A_Band A Apoptotic chromatin condensation inducer in the nucleus OS=Homo sapiens GN=ACIN1 PE=1 SV=1 - [G3V3B0_HUMAN] 1 Not in Control IP

CSDE1_A303-158A_Band A ATP-dependent RNA helicase A OS=Homo sapiens GN=DHX9 PE=1 SV=4 - [DHX9_HUMAN] 24 11.00

CSDE1_A303-158A_Band A Matrin-3 OS=Homo sapiens GN=MATR3 PE=1 SV=2 - [MATR3_HUMAN] 10 10.00

CSDE1_A303-158A_Band A Isoform 2 of Nucleolar RNA helicase 2 OS=Homo sapiens GN=DDX21 - [DDX21_HUMAN] 13 7.00

CSDE1_A303-158A_Band A Isoform 4 of Heterogeneous nuclear ribonucleoprotein U-like protein 1 OS=Homo sapiens GN=HNRNPUL1 - [HNRL1_HUMAN] 12 5.50

CSDE1_A303-158A_Band A Scaffold attachment factor B2 OS=Homo sapiens GN=SAFB2 PE=1 SV=1 - [SAFB2_HUMAN] 4 4.00

CSDE1_A303-158A_Band A Isoform 2 of Heterogeneous nuclear ribonucleoprotein M OS=Homo sapiens GN=HNRNPM - [HNRPM_HUMAN] 6 2.00

CSDE1_A303-158A_Band A HCG2044799 OS=Homo sapiens GN=HNRNPUL2-BSCL2 PE=4 SV=1 - [H3BQZ7_HUMAN] 5 2.00

CSDE1_A303-158A_Band A Isoform 6 of RNA-binding protein EWS OS=Homo sapiens GN=EWSR1 - [EWS_HUMAN] 2 2.00

CSDE1_A303-158A_Band A X-ray repair cross-complementing protein 5 OS=Homo sapiens GN=XRCC5 PE=1 SV=3 - [XRCC5_HUMAN] 7 1.67

CSDE1_A303-158A_Band A DNA replication licensing factor MCM7 OS=Homo sapiens GN=MCM7 PE=1 SV=4 - [MCM7_HUMAN] 6 1.33

CSDE1_A303-158A_Band A Isoform 4 of Heterogeneous nuclear ribonucleoprotein R OS=Homo sapiens GN=HNRNPR - [HNRPR_HUMAN] 4 1.00

CSDE1_A303-158A_Band A X-ray repair cross-complementing protein 6 OS=Homo sapiens GN=XRCC6 PE=1 SV=1 - [B1AHC9_HUMAN] 4 1.00

CSDE1_A303-158A_Band A Nuclear pore complex protein Nup93 (Fragment) OS=Homo sapiens GN=NUP93 PE=1 SV=1 - [H3BMX0_HUMAN] 1 1.00

CSDE1_A303-158A_Band A Heterogeneous nuclear ribonucleoprotein Q (Fragment) OS=Homo sapiens GN=SYNCRIP PE=1 SV=1 - [F6UXX1_HUMAN] 1 1.00

CSDE1_A303-158A_Band A Isoform Short of Heterogeneous nuclear ribonucleoprotein U OS=Homo sapiens GN=HNRNPU - [HNRPU_HUMAN] 25 0.67

CSDE1_A303-158A_Band A Heat shock cognate 71 kDa protein (Fragment) OS=Homo sapiens GN=HSPA8 PE=1 SV=1 - [E9PN89_HUMAN] 2 0.50

CSDE1_A303-158A_Band A Stress-70 protein, mitochondrial OS=Homo sapiens GN=HSPA9 PE=1 SV=2 - [GRP75_HUMAN] 10 0.10


