
Spectrum Name of Protein Unique Peptide Counts Fold Enrichment

NCoR_A301-146A_Band A Nuclear pore membrane glycoprotein 210 OS=Homo sapiens GN=NUP210 PE=1 SV=3 - [PO210_HUMAN] 70 Not in Control IP

NCoR_A301-146A_Band A Desmoplakin OS=Homo sapiens GN=DSP PE=1 SV=3 - [DESP_HUMAN] 54 Not in Control IP

NCoR_A301-146A_Band A Hornerin OS=Homo sapiens GN=HRNR PE=1 SV=2 - [HORN_HUMAN] 45 Not in Control IP

NCoR_A301-146A_Band A Nuclear receptor corepressor 1 OS=Homo sapiens GN=NCOR1 PE=1 SV=2 - [NCOR1_HUMAN] 29 Not in Control IP

NCoR_A301-146A_Band A Junction plakoglobin OS=Homo sapiens GN=JUP PE=1 SV=3 - [PLAK_HUMAN] 21 Not in Control IP

NCoR_A301-146A_Band A Isoform 3 of Acetyl-CoA carboxylase 1 OS=Homo sapiens GN=ACACA - [ACACA_HUMAN] 14 Not in Control IP

NCoR_A301-146A_Band A Desmoglein-1 OS=Homo sapiens GN=DSG1 PE=1 SV=2 - [DSG1_HUMAN] 13 Not in Control IP

NCoR_A301-146A_Band A Keratinocyte proline-rich protein OS=Homo sapiens GN=KPRP PE=1 SV=1 - [KPRP_HUMAN] 7 Not in Control IP

NCoR_A301-146A_Band A Dermcidin OS=Homo sapiens GN=DCD PE=1 SV=2 - [DCD_HUMAN] 5 Not in Control IP

NCoR_A301-146A_Band A Filaggrin OS=Homo sapiens GN=FLG PE=1 SV=3 - [FILA_HUMAN] 5 Not in Control IP

NCoR_A301-146A_Band A Filaggrin-2 OS=Homo sapiens GN=FLG2 PE=1 SV=1 - [FILA2_HUMAN] 4 Not in Control IP

NCoR_A301-146A_Band A Glyceraldehyde-3-phosphate dehydrogenase OS=Homo sapiens GN=GAPDH PE=1 SV=3 - [G3P_HUMAN] 4 Not in Control IP

NCoR_A301-146A_Band A Serpin B12 OS=Homo sapiens GN=SERPINB12 PE=1 SV=1 - [SPB12_HUMAN] 4 Not in Control IP

NCoR_A301-146A_Band A Serum albumin (Fragment) OS=Homo sapiens GN=ALB PE=1 SV=1 - [H0YA55_HUMAN] 4 Not in Control IP

NCoR_A301-146A_Band A Isoform 3 of Arginase-1 OS=Homo sapiens GN=ARG1 - [ARGI1_HUMAN] 3 Not in Control IP

NCoR_A301-146A_Band A Isoform 1B of Desmocollin-1 OS=Homo sapiens GN=DSC1 - [DSC1_HUMAN] 3 Not in Control IP

NCoR_A301-146A_Band A Endoplasmin OS=Homo sapiens GN=HSP90B1 PE=1 SV=1 - [ENPL_HUMAN] 3 Not in Control IP

NCoR_A301-146A_Band A Isoform 2 of Keratin, type II cytoskeletal 80 OS=Homo sapiens GN=KRT80 - [K2C80_HUMAN] 3 Not in Control IP

NCoR_A301-146A_Band A Plakophilin-1 OS=Homo sapiens GN=PKP1 PE=1 SV=1 - [A0A087WYY6_HUMAN] 3 Not in Control IP

NCoR_A301-146A_Band A Ig gamma-1 chain C region (Fragment) OS=Homo sapiens GN=IGHG1 PE=1 SV=1 - [A0A0A0MS07_HUMAN] 3 Not in Control IP

NCoR_A301-146A_Band A Corneodesmosin OS=Homo sapiens GN=CDSN PE=1 SV=1 - [G8JLG2_HUMAN] 3 Not in Control IP

NCoR_A301-146A_Band A F-box only protein 50 OS=Homo sapiens GN=NCCRP1 PE=1 SV=1 - [FBX50_HUMAN] 2 Not in Control IP

NCoR_A301-146A_Band A Stress-70 protein, mitochondrial OS=Homo sapiens GN=HSPA9 PE=1 SV=2 - [GRP75_HUMAN] 2 Not in Control IP

NCoR_A301-146A_Band A Solute carrier family 2, facilitated glucose transporter member 1 OS=Homo sapiens GN=SLC2A1 PE=1 SV=2 - [GTR1_HUMAN] 2 Not in Control IP

NCoR_A301-146A_Band A Isoform 4 of Nucleoporin NDC1 OS=Homo sapiens GN=NDC1 - [NDC1_HUMAN] 2 Not in Control IP

NCoR_A301-146A_Band A Isoform 2 of Paternally-expressed gene 3 protein OS=Homo sapiens GN=PEG3 - [PEG3_HUMAN] 2 Not in Control IP

NCoR_A301-146A_Band A Annexin (Fragment) OS=Homo sapiens GN=ANXA2 PE=1 SV=1 - [H0YNP5_HUMAN] 2 Not in Control IP

NCoR_A301-146A_Band A Actin, gamma-enteric smooth muscle OS=Homo sapiens GN=ACTG2 PE=1 SV=1 - [F8WCH0_HUMAN] 2 Not in Control IP

NCoR_A301-146A_Band A Phosphate carrier protein, mitochondrial OS=Homo sapiens GN=SLC25A3 PE=1 SV=1 - [F8VVM2_HUMAN] 2 Not in Control IP

NCoR_A301-146A_Band A Transcription factor AP-2-delta OS=Homo sapiens GN=TFAP2D PE=2 SV=1 - [AP2D_HUMAN] 1 Not in Control IP

NCoR_A301-146A_Band A Isoform 2 of Arf-GAP with SH3 domain, ANK repeat and PH domain-containing protein 2 OS=Homo sapiens GN=ASAP2 - [ASAP2_HUMAN] 1 Not in Control IP

NCoR_A301-146A_Band A Caspase-14 OS=Homo sapiens GN=CASP14 PE=1 SV=2 - [CASPE_HUMAN] 1 Not in Control IP

NCoR_A301-146A_Band A Catalase OS=Homo sapiens GN=CAT PE=1 SV=3 - [CATA_HUMAN] 1 Not in Control IP

NCoR_A301-146A_Band A FH1/FH2 domain-containing protein 1 OS=Homo sapiens GN=FHOD1 PE=1 SV=3 - [FHOD1_HUMAN] 1 Not in Control IP

NCoR_A301-146A_Band A 78 kDa glucose-regulated protein OS=Homo sapiens GN=HSPA5 PE=1 SV=2 - [GRP78_HUMAN] 1 Not in Control IP

NCoR_A301-146A_Band A Isoform 2 of Keratin, type I cytoskeletal 13 OS=Homo sapiens GN=KRT13 - [K1C13_HUMAN] 1 Not in Control IP

NCoR_A301-146A_Band A Ig kappa chain V-I region Roy OS=Homo sapiens PE=1 SV=1 - [KV116_HUMAN] 1 Not in Control IP

NCoR_A301-146A_Band A Isoform 8 of Neuron navigator 2 OS=Homo sapiens GN=NAV2 - [NAV2_HUMAN] 1 Not in Control IP

NCoR_A301-146A_Band A Isoform 4 of Nuclear pore complex protein Nup98-Nup96 OS=Homo sapiens GN=NUP98 - [NUP98_HUMAN] 1 Not in Control IP

NCoR_A301-146A_Band A Isoform 2 of Adenosylhomocysteinase OS=Homo sapiens GN=AHCY - [SAHH_HUMAN] 1 Not in Control IP

NCoR_A301-146A_Band A Suprabasin OS=Homo sapiens GN=SBSN PE=1 SV=2 - [SBSN_HUMAN] 1 Not in Control IP

NCoR_A301-146A_Band A Protein-glutamine gamma-glutamyltransferase E OS=Homo sapiens GN=TGM3 PE=1 SV=4 - [TGM3_HUMAN] 1 Not in Control IP

NCoR_A301-146A_Band A Skin-specific protein 32 OS=Homo sapiens GN=XP32 PE=1 SV=1 - [XP32_HUMAN] 1 Not in Control IP

NCoR_A301-146A_Band A Putative uncharacterized protein LOC100128554 OS=Homo sapiens PE=2 SV=1 - [YL016_HUMAN] 1 Not in Control IP

NCoR_A301-146A_Band A E1A-binding protein p400 (Fragment) OS=Homo sapiens GN=EP400 PE=1 SV=1 - [A0A0A0MR72_HUMAN] 1 Not in Control IP

NCoR_A301-146A_Band A Nuclear pore complex protein Nup155 OS=Homo sapiens GN=NUP155 PE=1 SV=1 - [E9PF10_HUMAN] 1 Not in Control IP

NCoR_A301-146A_Band A Salivary acidic proline-rich phosphoprotein 1/2 (Fragment) OS=Homo sapiens GN=PRH1 PE=4 SV=1 - [A0A087WYF5_HUMAN] 1 Not in Control IP

NCoR_A301-146A_Band A NADH dehydrogenase [ubiquinone] complex I, assembly factor 7 (Fragment) OS=Homo sapiens GN=NDUFAF7 PE=1 SV=1 - [C9JP36_HUMAN] 1 Not in Control IP

NCoR_A301-146A_Band A Trypsin-3 (Fragment) OS=Homo sapiens GN=PRSS3 PE=1 SV=5 - [B1AN99_HUMAN] 1 Not in Control IP

NCoR_A301-146A_Band A Heterogeneous nuclear ribonucleoprotein U OS=Homo sapiens GN=HNRNPU PE=1 SV=6 - [HNRPU_HUMAN] 8 0.14


