Spectrum Name of Protein Count of Peptides | Ratio(ARID3A/IgG Control)
ARID3A_Band A |AT-rich interactive domain-containing protein 3A (ARID3A) 112 NOT IN CONTROL IP
ARID3A_Band A |AT-rich interactive domain-containing protein 3B (ARID3B) 40 NOT IN CONTROL IP
ARID3A_Band A  |Stress-70 protein, mitochondrial 18 0.4
ARID3A_Band A |Nucleolar protein 56 15 0.681818182
ARID3A_Band A |Lamin-B1 10 0.769230769
ARID3A_Band A |cDNA FLJ54020, highly similar to Heterogeneous nuclear ribonucleoprot 1
ARID3A_Band A |Isoform 1 of Heat shock cognate 71 kDa protein 0.428571429
ARID3A_Band A |ATP synthase subunit alpha, mitochondrial NOT IN CONTROL IP
ARID3A_Band A |Heat shock protein HSP 90-beta 1
ARID3A_Band A |Heterogeneous nuclear ribonucleoprotein L 1.24
ARID3A_Band A |Isoform 1 of Heat shock protein HSP 90-alpha 2.5
ARID3A_Band A |Isoform A of Lamin-A/C 0.4
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Nucleolar protein 58
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Tubulin beta-3 chain

NOT IN CONTROL IP

ARID3A_Band A |ATP-dependent RNA helicase DDX18 0.833333333
ARID3A_Band A |cDNA FLJ54408, highly similar to Heat shock 70 kDa protein 1 1.25
ARID3A Band A |Histone H2A type 1-H NOT IN CONTROL IP
ARID3A_Band A |Insulin-like growth factor 2 mRNA-binding protein 1 0.625
ARID3A_Band A |[Isoform 1 of Core histone macro-H2A.1 NOT IN CONTROL IP
ARID3A_Band A |Isoform 2 of Heterogeneous nuclear ribonucleoprotein M 0.75
ARID3A _Band A  |X-ray repair cross-complementing protein 5 0.8
ARID3A_Band A |Isoform 1 of Nucleolar RNA helicase 2 0.157894737
ARID3A_Band A |RSL1D1 protein 0.428571429
ARID3A_Band A  |X-ray repair complementing defective repair in Chinese hamster cells 6 0.375
ARID3A Band A |ATP-dependent RNA helicase A 0.5
ARID3A_Band A |Isoform 1 of Interleukin enhancer-binding factor 3 0.25
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